Significantly Represented Taxa
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S_mutans
P_Proteobacteria
S_matruchotii
F_(.%orynebacteriaceae
O:_Corynebacteriales
C:i_Corynebacterium
G_Butyrivibrio
C_iBetaproteobacteria
S_sp_ HMT_080
O_Neisseriales
F_Neisseriaceae
C_Garfnmaproteobacteria
F_Pasteurellaceae
O_Pasteurellales
G_Haemophilus
S_parainfluenzae
S_loescheii_nov_96_768

S__parahaemolyticus

G_Kingella
S_oralis
S_flavescens

S sp_ HMT_133
S_aeria
S_serpentiformis
S_saburreum
S_endodontalis
F_Prevotellaceae
G_Marseilla

O_Bacteroidales

G_I;”eptostreptococcus
P_Bacteroidota
C_Bacteroidia
S_sputigena

S_stomatis
C:)_Cardiobacteriales
:G_Cardiobacterium
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F_Cardiobacteriaceae

: S_denticola
S_maltophilum

S_sp_ HMT 268
S_muiltispecies_spp29_2
S_sp_ HMT 136
S_sp_ HMT 315
S_sp_ HMT 951
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