eria.P_Actinobacteria.C Actlnobacterla O_Actinomycetales.F Actlnomycetaceae G_Peptidiphaga.S sp

|class: Baseline_A _P1] class: DUS+OSS_12_Weeks_P1]
0.04 +
0.03 +
0.02 +
0.01+

0.00

Relative abundance




