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- C_Bacilli

O_| Lactobacillales
F Streptococcaceae
G Streptococcus
S_mulf:lspeaes_sppll_ZO
. P Actiné)bacteria
D Actmomycetales
O_ Saccharlbacterla TM7 0.1
C_S:acchariba@teria_TM57_C_1
P_ Saccharibacteﬁia __TM7_
F Sacchanbactena TM7 __F1
e Actlnobacterla
G_ Saccharlbac.terla TM7 _ G.1_
O_| Neisserlales
G_| Nelsserla
F_| Nelsserlaceae
_G_Rothla
F_| Microcé)ccaceae
G Granullcatella
F Carnobacterlaceae
: S muc.llaglnosa
FiActlnomy_cetaceae
C éetaprote:obacteria
S multlspeaes spp134 2
F Peptostreptococcaceae X1_
S_ bacterlum HMT 352
O_| BacHIaIes
S multlspeues spp109 2|
: : G mult|genus
G Saccharlbacterla TM7 G 3_
G Porphyromonas
S_ bacterlum HMT 351
S moorei
G Solobacterlum
S multlspeaes spp5_2 |
F_Staphylococcaceae
. Gé_GemeIla
G_F;’eptostrepitococcus
S_:stomatis
F_mltifamily
G muIt|genus
S multlspeues spp118 2
S_bacterlum_HMT_075
G_Rumiriaococcaceiae G_1_
: : C Actlnbmycetla
F Flavobacterlaceae
- C Flavobacterua
EO_FIavobacterlaIes
. éS_pasten
S_mulltispeciesf_spp17_4
: F_Gené'nellaceae
S_hae%nolysans
G:Gemella
¢S dentocarlosa
F_Mlcrococcaceae
: O_Micrécoccales
G Rothia
F Porphyromonadaceae
: K Bacterla
F_Peptomphﬂaceae
. G_Pafrvimonas
S_mdltispeciesf_spp18_3
S_| b:acterium i—IMT 346
S multlspeues Spplll 2
S sangumls
G Peptostreptococcaceae XI G 1_
S Eubacterlum sulci
C_ multlclass
S bactenum HMT 349
S melanlnogemca
G Bergeyella
G: - Schaalia
S multlspeaes spp27_2
: G_Actl:nomyces
G_Seleinomonas
. S_endfodontalis
© F_Aerococcaceae
F_S:elenomor:aadaceae
G Ablotrophla
S multlspeaes spp56_2
S angmosus
O_| multlorder
S_ defectlva
F_ Saccharlbacterla TM7 F2_
G_S@acchariba@teria_TM?_G_S
S_b'acterium_HMT_356
S_biacterium_i—iMT_OBS
:G_Capnocéltophaga
Sisubflava
S _elegans
S_ bacterlum HMT 345
O_Absiconditaba:cteria_SRfl_O_l
C_Abs:tonditabai:teria_SR:l_C_l
G_Abs;:onditabaicteria_SRél_G_l
F_Abs.conditabazcteria SRll F 1
P Abscondltabactena __SR1_
o Velllonellales
O_Pasteurellales
F_Pasteuirellaceae
S_parairifluenzae
F_VeiIIorémeIIaceae
G_Haefmophilus
G_Veillonella
S . faucium
C_| Molllcutes
O Mycoplasmatales
: G MyCOpIasma
F Mycoplasmataceae
: S sp_| HMT 322
S_muliispeC|es_s_pp113_2
. S_sp_i—|MT_172
G_Actifnomyces
S_gréevenitzu
F;Actinomyfcetaceae
o) Actinonﬁycetales
S mult|speC|es spp87_. 2
S bactenum HMT 346 nov 97 968
S_Eu:bacterlum_brachy
: G_Oribfacterium
O_Tiss;erellales
S_micra
S_sinus
C T155|ereII|a
S multlspeaes spp95_4
G Peptostreptococcaceae XI G 9
F Peptonlphllaceae
G_Parwmonas
S_bacterium_HMT 155
G_Camp'ylobacter
. S_éforsythia
G_Veillonellaceée_G_l
F_Caimpylobacéteraceae
S_mu:ltispeciesé_spp39_5
G Ténnerella
C Epsnonproteobacterla
F_Tannerellaceae
. S concisus
O Campylobacterales
S glnglvalls
G Peptostreptococcaceae XI G 4_
S sp_| HMT 180
S _pallens
S multlspeues sppn34 2 nov 97_817
S _atypica
S | bacterlum HMT 369
G Velllonella
G_| Moblluncus
S s p_H MT_285
S_éelongata
G_Mogibfacterium
S_n'\iultispecieis_spp8_3
S_mul%ispecies_s:pp135_2
S_bacterium_HMT_873
G Graullbacterla GN02 G2
S bactenum HMT 905
F Gracmbactena GN02 F2
: P GraC|I|bacter|a GNO2_
G Ery5|peiotr|chaceae G_1_
O_ Gracilibact'eria GN02 0.2
C_ Graullbacterla GN02 _C2_
F_| Bactermdales F2
S salivae
G_Bacteroidales_ G_2_
S _sp_ Oral_Taxon_274
S_leadbetteri
G_ Orlbacterlum
S_sp_| HMT 097
S multlspeues spp79_2
G_Stomatdbaculum
G_Selenomonas
Q_Selenombonadales
G TM7 G_
F . TM7_F_
F Selenomonadaceae
C TM7 _C_
S sp Oral Taxon _A56
O TM7 _O_
. S_noxia
P_ Saccharlbacterla _TM7_
S argentoratense
O, Corynebacterlales
G_Corynebacterium
F Corynebacterlaceae
O Corynebacterlales
S durum
F Corynebacterlaceae
G_Fusobacterium
S_periodonticum
G_Corynebacterium
F_Fusobacteriaceae

C_Fusobacteriia

P_Fusobacteria

: O_Fusobacteriales

S fragilis
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S_biformis

S faemum

o Audamlnococcaies

F Aadamlnococcat::eae

S_shahii: :

S_ rummantlum nov 95_ 701

s muItispecies_sppn68_2_no;v_97_279é
S muItisf)ecies_sp§n46_2_no:v_92_568f
| S_ rummantlum nov 93 049 :
G Megasphaera

S |ntest|n|hom|n|sf

G BarneS|eIIa :

S_copri_ nov 96_ 963

F_| Barnesiellaceae Z

S_oralis_| nov 92 641

| G Acutahbacter

S flnegotdu

G Odoribiacter

F Odorib:acteraceaie

S splanchnlcus

S_muris_| nov 96_. 599

) muIt|speC|es sppn52 2_| nov 97 072
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S_copri_| nov 96_ 537
S succmatlphllus nov 96_ 567
F Alcallgenaceae
S_ elsden-u
1 G multlgenus
S cIara_nov_97_609
S massiliensis . :
S anaerdbium nov: 80_300
S multlspeues spp54 2
F_ Sutterellaceae
C Molllcqtes
S massiliensis_nov§_90_766
G Parapfevotella :

S muItist:aecies_sppia15_5

S termitt:dis_nov_9:3_243

G_| Duodénibacillus:

1 G Asteroleplasma

P Tenerl,cutes :

F Anaeroplasmata.ceae

S ramuIUS

S_bifidum

G multigéenus :

S_| bromii: nov_97 528

O Anaeroplasmatales

S ventrlosum

C Deltaproteobacterla

G Bllophila

F_| Desulfowbrlonaceae

S_ wadsworthla

O_| Desulfowbrlonales

S alyso|des nov_ 96 614

S ma55|l|en5|s

S_plebeius

G_Massiliprevotellai

O_| Bifidobacterialeé

S rumlnantlum nov 97_ 279

S mult|speC|es_spp67_2

S copri_r§10v_97_3957

G_| Meditérraneibac'ter

G L|g|IactobaC|IIus

S_| bacterlum HMT I)85 nov_ 91 422
S form|C|generans

| S faeC|s

S thermophllus

F_ B|f|dobacterlaceae

G_| Eubacterlum

S multlspeaes spp68 2

S multlspeoes spp104 3

S_ 5|raeum

S_rum|n|§ :
G_Bifidobacteriumf

S_coloraés_nov_93ip492

F_Peptos:treptococéaceae

G_| Rombéutsia

S t|monen5|s

S multlspeues spp137 2

S pectlnoschlza nov 96_ 372

S obeum

G_| BIautla

S sp_| HMT 090_| nov 92_ 795

G Butyr|V|br|o :
S_bacter@um_HMT_EOBS_nov_§3_946
S desmoflans nov_§7_738 :
G Oscﬂhbacter .
S valerlt:lgenes na\/ 94 _ 344
S_aly50|(jes_nov_96_825
S_bacterium_HMT_§085_nov_§2_809 :
S_multisbecies_spr,')n106_3_nbv_96_833
S coprostanollgenes nov_ 97 . 059 :
G Clostrldlum :
S_| merdae
S multlspeues sppn27 2| nov 97 959
F Lachnosplraceae :
B elongatum nov_! 92 _081 .
S_rumlnantlum_noy_93_919
F_Clostrié:liaceae .
G_Acetalé]aerobact(:ﬁ_\rium
S_multisbecies_sp§138_2
S catus :
S_hallii
| S prausmtzu nov_ 97 964
S_stercorea_nov_97_403
G_Rosebiuria :
S_crosso:tus
G_Butyri\:/ibrio
S Iongum :
S_sp_st[_LZ_SO
S_inulini‘EJorans .
G_multigzenus
S_putredéinis
S_ caccaé
S_| bacterlum HMT 402 nov_ 91 011
S mult|speC|es sppn2 2_ nov 91_216 :
S rava rtov 92 857
G AIIoprevoteIIa
S_ blformjs nov_ 97 854
G_| unclassmed Rumlnococcaceae
S sp_! stf D16_| nov 93_ 243
G_| Rummoclostndlum

S methylpentosum. nov_89 . 462
S dlstasoms

S term|trd|s nov_ 92 584
O_Aerom_onadales

P Euryar'chaeota

O Methanobactenales
S_butyrlclproducen,s
G_multigfenus :
O_Enterdbacteraleé
F | Entero:bacteriace:ae
S multlspeoes spp26 5
G_| Roseburla
| S_ callldu.s
F Succm)wbrlonaceae
S_ dextrlnosolvens ‘nov_97_ 079
G Succmwlbno
F_| Methanobacterlaceae
S_| mtestmalls
S term|trd|s nov_ 90 562
S_ smlthu
C Methanobacterla
G_| MethanobreV|bacter

K. Archaea

O_| Burkholderlales

| S_ saccharlvorans nov 97_ 27'9
S_multlspeC|es_spp19_2
S mucini.phila .
G Monoglobus
S pectlmlytlcus nov 90_ 112
C Verrucomlcroblae
C_Gamm_aproteobacteria
| O Verrucomlcroblales
P Verruc,om|crob|a:
F Akkerman5|aceae
G Akkerman5|a
S coprostanohgenes nov_ 95 711
| S_ callldus nov_94_. 369

S multlspeues sppl 2

S_| bactenum HMT_402_nov_ 89 038
S_| bromu
F_Murlba_culaceae
G_Duncainiella :
S_. sterco'rea
G Holdemanella
G K|neothr|x
F Erysmelotrlchaceae
C_Ery5|pelotr|ch|a Z
O_Erysipelotrichales
S_freteri;nov_87_0f69
S_pacaerﬁse_nov_9:6_145
G_Lachnioclostridiu;'n
G Christénsenella
F_ Chrlstensenellaceae
S sp_| SSB 4
S_luti
S_ eutactus
S muItlspeaes spp14 2
G_Colllns.ella :
F_Coriobécteriacea{le
S_aerofaiciens :
S_saccha%rivorans
F_Lachnc}spiraceae'_XIVa_
| G_ BIautla :
S multlspeaes spp29 2
S_mulhspeaes_spplz_z
G_Agath(}baculum
G_Parabacteroides:
S_ Clostridium_spitoforme_nbv_93 333
G_Erysip:elatoclostlfidium :
G_Ruminiococcus :
G_Alistipes
F_Rikeneillaceae :
S_xylanoélytica_nov;_97_285
G Lacrirﬁispora :
| S ellgens nov_94 785
S coprostanollgenes nov_ 92! 777
S succmatlphllus nov 96_. 360
G Catentbacterlum
S_mitsuokai
S_rectalef :
F VeiIIonéIIaceae
| F_ Clostrldlales F_ 1
G_Clostr|:d|ales_F ;1_G_2_
S rogosa:e .
G_| Lactobacnlus
S_ rumlnant|um nov 94_ 144
S_ruminéntium_noy_92_601
F_multifamily
G muItig:enus
S Ionglcatena
S multlspeues sppnl 2_ nov 95 023
S vngatUs
G_| Phocaelcola
S faeC|s
S_comes;
S_eligen_%, :
G_Bifidobacterium
O_Bifidotéjacterialesi
F_Bifidobiacteriace&ile
G_Dialister :
| G Sporobacter :
G Fusma,tenlbacter:
F_| Lactobacﬂlaceae
G_| Dorea
S_ varlablle
G Subdo]lgranulum
G_| Rosebuna
G_| Bactermdes
G Blautla
F_ Eubacterlaceae XV
G_| Eubacterlum
G_| Lacnoclostr|d|um
| G_ Eubacterlum :
F_Eubacterlaceae
G_Ruminiococcus .
O_multiofrder
G_Coproeoccus
G_Lachn%)spira
G_Oscillibacter
F_Bacterioidaceae
S_copri

S prausn:itzii

G_| Prevotella

G_| Faecahbactenum

| F_ Prevotellaceae :

P Flrmlcutes

F_| Rummococcaceae

F LachnOSplraceae' XIVa_
F Lachnosplraceae

P_| Bactermdetes :

F Osclllosplraceae

| C_ Bactermdla
O_Bacte|10|dales
O_Clostri:diales

O_Eubac'teriales
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