Significantly Represented Taxa

: C_Bacilli
O_| Lactobacillales
F Streptococcaceae
G Streptococcus
S multlspeaes sppll 20
: P_Actmobactena
O_Actinomycetales
: C_Actinébacteria
G Rothia
F M|crococcaceae
S_muc_llagmosa
: G_Graniulicatella
F_ECarnobacferiaceae
: S_muléispecies_s;pp134_2
C_Saccharibacteria_TM7__C_1_
O_ Saccharlbacterla TM7 __0.1_
- P Saccharlbactena __TM7_
F_Sfaccharlbagter|a_TM7_F_1
. FEActinomy:cetaceae
G Porphyromonas
G Saccharlbacterla TM7 _ G.1_
O_| BaC|IIaIes
S_ bacterlum HMT 352
C Actmomycet|a
S _pasteri
F Peptostreptococcaceae X1_
G Rothia
F_Microcc:)ccaceae
O_Micrc;coccales
S_dentocariosa
O_Neisseriales
F_Neiss;eriaceae
: G_ Ne|sser|a
G_lf’eptostrep,tococcus
: S_Erstomatis
F Flavobacferiaceae
O FIavobacterlaIes
: C_| FIavobacterna
F Staphylococcaceae
G Gemella
S multlspeues sppl7_4
S sangumls
G multlgenus
S multlspeaes spp5_2
S_muIFispecies_s.pp118_2
: F_multifamily
G_miultigenus
G_Solob:acterium
S moorei
G Saccharlbactena TM7 _ G.3_
S paramfluenzae
G_Hae_mophllus
O_Pasteurellales
F Pasteurellaceae
S_ bactenum HMT 351
S melanmogenlca
S_multlspeaes spp109 2
G Capnocytophaga
F_ Gemellaceae
G:Gemella
S_haerénolysans
C_rrﬁulticlass
S gréevenitzn
O Actlnomycetales
F- Actmomycetaceae
S_sp_| HMT 322
G Bergeyella
G Actlnomyces
S_| bacterlum HMT 075
G_| Rumlnococcaceae G_1_
S gmglvalls
F Lachnosplraceae XIV_
S_mult|speC|es_spp113_2
. : S_sinus
G 0r|bacter|um
S | bacterlum HMT 085
- F Aerococcaceae
G Peptostreptoccccaceae X _G_1_
S__Eubacterugm_sula
G_AbEiotrophia
S_ :defectiva
S _pallens

C Abscondltabacterla SR1 C1_
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[0} Abstonditabaéteria SR:l 01
F Abscond|tabacter|a SRl F1
S bacterlum HMT 345
G Abscondltabacterla SRl __G.1_
F Peptomphnaceae
S multlspeC|es-spp18 3
G_| Parwmonas
G Stomatobaculum
S_sp__| HMT 097 |
G Fusob,actenum
P_Fusebacteria
C_Fusdbacteriia
S perlodontlcum
O Fusobacterlales
F Fusobactenaceae
S mult|speC|es Spp95_ 4
S durum
F Corynebacterlaceae

O;_Corynebacteriales

G_Corynebacterium

F_| Enterobacteriace‘ae
O_| Enterobacterales
G multlgenus :
S multlspeaes sp§26 5
S_clara_| nov 97 609
S tlmonen5|s
G_Romboutsia
F Peptos;treptococéaceae
S muIt|speC|es spp19 2
S valerlc.|genes nov 94_ 344
G Oscnllbacter :
o Verrucéomicrobiailes
C Verruc:omicrobiaze
S caIIidués :
P Verruc:omicrobiaf
F Akkerman5|aceae
S flnegoldu
S mucmrphlla
S multlspeues sppn68 2 nov 97 279
G Akkerman5|a
S_ |nu||n|vorans
S faeaum
o Audammococcales
F Aadammococcaceae
S methylpentosum nov_89_: 462
| G Paraprevotella :
S bacter)um HMT _: 402 nov 89 038
S thermephllus
G Phascolarctobac:terium
G Ruminioclostridil;m
S muItisﬁ:)ecies_spé117_2
G_ Odoribacter :
| S splanchnlcus :
F Odonb:acteracea:e
S_catus .
F_Desulfovibrionaceae
0] Desulf;)vibrionaléas
C Deltapiroteobactiaria
G Biloph'ila
| S_ wadsworthla :
S formlc!generansf
S prausn:itzii nov_ §7 964
S mult|speC|es spp137 2

S | rummantlum nov 93 919
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G_unclassified_Ruminococcaceae
F_ Barnes:iellaceae :
S_ |ntest|n|hom|n|s
G_| Barne5|e||a
S merda_e
S_ ramulus
S coprostanollgenes nov_' 92 L 777
S_multispecies_spp15_5
S muItisg::)ecies spr:>104 3
S_ rummantlum nov 95_ 701
| G muIt|genus
S aerofa;lens
G_Collinsiella
F_Coriob.acteriaceai.e
F Alcalig:enaceae
S mult|speC|es spp54 2
G muIt|genus
| S muIt|speC|es spp68 2
F Clostrldlales F 1
G_| Clostr|d|ales F_ 1 G2
F Velllonellaceae :
G_Holdemanella :
S_eutact:l.ls
S_ventri@sum
S_sp_st%_LZ_SO
S_caccaé
S_hallii :
0_Burkholderiales :
S plebelus .
S succmatlphllus nov 96! 567
G_Blautia :
S_obeumi
S Iongurh
| S butynaproducens
S_aly50|des_nov_96_825
G_Kineotéhrix .
S_multisbecies_spé138_2
G_multigenus
S_ruminaimtium_no%/_94_l44
G_| Dialistér
S |ntestma||s
G_| Roseburla
S pectlnoschlza nov 96_ 372
S_coprostanollgenes_nov_95:_711
G_Ruminiococcus : :
5_bromi
S sp_SS3 4
| G_ Roseburla :
S rumlnantmm no§/ 92 601:
S multlspeues sppn106 3 nov 96_ 833
F Lachn05p|raceae€
S xyIanontlca nov 97 285
G Lacrlnmspora :
G_| Blautla
S multlspeaes spp29 2
F Lachnosplraceae XIVa_
S pectlmlytlcus nov 90_ 112
G Monoglobus :
S_ comes
S_ caIIldus nov_94_. 369
G Agathobaculum
G Sporobacter
S_putred;|n|s
S_ distascgmis
S Ionglcatena
S_. saccharlvorans nov 97_ 279
G_| Lachnbclostndmm
S_pacaeljlse_nov_9_6_145
S_luti
G_| Bifidobacterium:
| F_ Blfldobacterlaceae
(6] B|f|dobacter|ales
S rogosae
G Lactobacnlus
S_ rectale
S muIt|speC|es spp12 2
S ellgens nov_94 785
| S muIt|speC|es spp14 2
S saccharlvorans
F_| Lactobacnlaceae
S mult|speC|es sppl 2
G_| Dorea
F_multifa:mily
G muItig'enus
| G_ Parabactermdes
F_leene:IIaceae
G_AIistipies :
F_Erysipélotrichacéae
o Erysip:elotrichaleés
C EryS|peIotr|ch|a
S | CIostrldlum splroforme nov 93 333
G Ery5|pelatoc|ostr|d|um
F_Eubacterlaceae
G_Eubac:terium .
G_Phocaéicola
S_vulgatius
S_eligené
G Coproéoccus
G_| Prevotella
S multlspeaes sppnl 2_ nov 95 023
| G Subdohgranulum .
S varlab(Ie
S faeas-
G_| Rosebuna
G_| Fu5|caten|bacter
G_ OscHIlbacter
G_| Blautla
G Rumlnococcus :
F_Eubacterlaceae_:LXV_
G_Eubaciterium .
G_Lacnoé:lostridiurﬁ
O_multioirder :
G_Bactel%oides
G_Lachn:ospira
F_| Bacter:oidaceae
S prausmtzu
G_ Faeca[lbacterlum
P_ Bacterpldetes :
F_ Rummococcaceae
P_ Flrmlcutes
C_ Bactermdla
| O_| Bacter0|dales :
F Lachnosplraceae XIVa_
F Osclllosplraceae
F_Lachnosplraceae:
O_Clostrédiales .
O_Eubac:teriales

C_Clostridia
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