Significantly Represented Taxa

*C_Bacilli
O_Lactoi)acillales
: G_Strepitococcus
F Streptocbccaceae
S multlspeaes sppll 20 |
P Saccharlbacterla T™M7_
0 Sacchanbactena TM7 01
C Saccharlbacterla TM:7 C1l
F Saccharlbacterla TM7 F 1
O_| Neisserlales
F_Nelsserlaceae
G Nelsserla
C Betaproteobacterla
- P Actlnobacterla
G Saccharlbacterla TM7 _ G.1_
Q_Actmornycetales
: C_Actiniobacteria
S_mulﬁispecies_s:pp109_2
F: Actlnomycetaceae
F Peptostreptococcaceae X1_
- G Granullcatella
F Carnobacterlaceae
G_ Saccharlbacterla TM7 G 3_
S multlspeaes Spp134 2
S_ bacterlum HMT 351
S | bactenum HMT 352 |
S moorei
G_Solobacterium
O_| BaclIIaIes
F M|crococcaceae
G Rothia
G multlgenus
S mucllaglnosa
S_n'iultlspeC|es_spp5_2
S_biacterium_iﬂMT_O75
G_Rumiriococcaceée_G_l
: : F_méjltifamily
S_mul%ispecies_sfpplls_z
: G_m:ultigenus
: : G_Pairvimonas
F_Peptostreﬁtococcacéae XII_
. S multlspeues sppl8_3
G . Gemella
F Staphylococcaceae
S_| b'acterium HMT 346
G Porphyromonas
: C Actmomycetla
S_mLiItlspeC|es;spp17_4
S_biacterium_HMT_349
S_mljltispeciesz_spp27_2
; stubflava
S. stomatls
G Peptostreptococcus
G Gemella
F_Gemellaceae
: S_haerénolysans
G_Peptéstreptocofccaceae_EXI_G_l
; S_| :Eubacteril::m __sulci
S_ bacterlum HMT 085
G_! Saccharlbacterla TM7 __ G.5_
F_S:acchariba:cteria_TI\/!7_F_2
S_bacterium_HMT_356
F;Flavobacéeriaceae
: C Flavdbacterua
O FIavobacterlaIes
F Aerocbccaceae
S_ bacterlum HMT 346_| nov 97_968
G Ablotrophla
S_defectlva
: S_ainginosus
ES melanihogenica
S multlspeues spp39_5
G Bergeyella
F Abscondltabacterla SRl F1
P_Abscon:ditabacter;ia_SRl
O_Absi:onditaba'cteria_SRzl_O_l
C Abs:conditaba:cteria SREl _C1_
G Abscondltabacterla SR:L G 1_
S_| bactenum HMT 345
Q_Mycopla:smatales
C_ Mollicutes
F Mycoplasmataceae
S;_faucmm
G_Mycéoplasma
S_micra
C_Tiissierellia
: O_Tiss:]erellales
F_Peptoni;:nhilaceae
: G_| ParV|monas
F_Tannerellaceae
. G Ténnerella
S forsythla
G Peptestreptococcaceae XI_G9_
S_| Eubactenum |__brachy
S_bacterlum_HMT_lSS
G_Veillonellace?e_G_l
S_mdltispeciesj_spp95_4
. S parair:qfluenzae
O_| Pasteurellales
F Pasteurellaceae
S conasus
C EpsHonproteobacterla
o Campylobacterales
F_Campylobacteraceae
G Campy:/lobacter
G Haemophllus
G Moglbacterlum
S multlspeues spp8_3
S _pasteri
S_| bacterlum HMT 905 |
G Erysmejotnchaceae G_1_
G Peptostreptococcaceae XI_G 4
S bactenum HMT 369

F AIcaIigenaceae :
G multigéenus
S alysoides_nov_96_825
S t|monen5|s :
S multlspemes spp54 2
F Peptos.treptococgaceae
S_thermophilus
S fmegoédii
G Rombcé)utsia
F Odoribzacteracea:e
| S splanchnlcus :
G Odorlbacter
S_| |ntest|n|hom|n|s
F_| BarneS|eIIaceae
G_Barnesiella
S bromiié
S putred:inis
| S multlspeaes sppl 2
S dlstasoms
S prausnltzu nov_ 97 964
G Bllophila
C Deltaproteobacterla
S_ wadsworthla
S formlagenerans
| O_ Desulfowbrlonales
F Desulfowbnonac_eae
S_ rumini:s .
S ventnOsum
S multlspeues sppn68 2| nov 97 279
S multlspeoes spp12 2
G Asteroleplasma
| G ngllactobacnlus
S multlspeC|es_spp14_2
G Monogilobus .
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S_hallii
S pacaer§15e_nov_9:5_145
S oralis_hov_92_641
| S_catus : .
C Molllcutes
G_| Lachnoclostndmm
S anaeroblum nov 80_300
P Tenerlgutes :
S mtestilf'\alis
o Anaert:)plasmatafles
| S_sp__ str L2 50
S termltr_dls_nov_9:3_243
S_ merda:e- .
S_ rumlnantlum nov 93 919
) multlspeues sppn46 2| nov 92 568
S muIt|speC|es spp67 2
S_ desmolans nov_ 97 738
| G_ Rosebuna
S bacter]um HMT 085 nov 93 946
S ma55|I!en5|s_nov-‘_90_766
F Anaeréplasmata:Ceae :
S_inulinivorans  :
S sp_ ! SS3 4
S mult|speC|es spp19 2
| S_luti - .
S caccaé
biform:is_nov_97j_854
S copros'tanoligenés_nov_955_711
S | rumine;ntium noi/ 93 049E
S methylpentosum nov_89 462
G_ Rumlrroclostrldlum
G Parabacter0|des
F Sutterellaceae
S massiliensis :
S rumina'ntium_noil_97_279
G_Acutalibacter :
S muris_énov_96_5:99
O_| Burkhblderiales:
| S a|y50|des nov_ 96 614
S_: shahn
G_| Duodenlbamllus
S eutactUs
G Ery5|pelatoclostr|d|um
S_Clostrgidium_spil:’oforme_n%)v_93_333:
G_| Holdeﬁnanella : :
S multlspemes spp68 2
S faeC|s
G_| Medlterranelbacter
S saccharlvorans
S ellgens nov_94 785
S_ maSS|I|enS|s
G Massmprevotella
S multlspeues sppnl 2 nov 95 023
G Akkerman5|a
C Verrucomlcroblae
G_| Klneothrlx
P VerrucomlcrobiaE
F_ Akkermansmceae
S sp__! str D16_| nov 93 243
| G_ unclassmed Rumlnococcaceae
S_bacter]um_H MT _;402_nov_91_011
G_Eubaciterium . :
S_siraeur:n
S_muciniphila
O_Verruciomicrobiailes
S_butyric:iproducen:s
| G Osulllbacter
S vaIerlqlgenes no’v 94_ 344
S_vulgatps
G_Phocaéicola
P_Euryarchaeota
S_coprositanoligen(ias_nov_97§_059
S_| bromii: nov_97 528
S_copri_| nov 97_ 397
S_ elsdenu
F_| Methanobacterlaceae
S_| rectale
K_Archaea
C_Methafnobacteriai
G_| Fusica'tenibacter:
| G_ Methanobrewbacter
S sm|th|[ :
S_ callldus nov_94 . 369
O_| Methahobactenales
G_| Blautla
F Lachndspiraceae:
S multlspeues spp29 2
| G Megasphaera
G_Allstlp,es
F_Rikeneillaceae
S faecisE
S ellgens
S_rava_ nov 92 857
G_AIIoprevoteIIa :
F_Coriobiacteriaceaie
G_Collinsella
S_aerofaiciens
G_Bifidobacterium
F_multifaimily :
S_rogosafe
G_| LactoBaciIIus
§ O_| B|f|dobacter|ales :
S_xylano;lytlca_nov,_97_285
G_Lacrinéispora . .
F_Bifidoh:acteriacee:\e
G Acetahaerobactérium
S_| bacterlum HMT _ 402 nov_ 89 038
G multlgenus
| G mu|t|genus :
S_elongatum_nov_§2_081
S muItisp:aecies sp§26 5
F_ Enterobacterlaceae :
S muIt|speC|es sppn2 2 nov 91 216 -
O_ Enterobacterales
S_callldus
F_Lactobiacillaceaeé
S_termitidis_nov_92_584
G_| Rumin:ococcus .
G_| Rosebuna
G Agathobaculum
S_ bactenum HMT | 085 nov_ 92 _809
F_ Succmlwbrlonaceae
| G_ Succlelbrlo :
o Aeromonadales
S_ dextrlnosolvens ‘nov_97_ 079
S_Ionglca_ltena : :
G_Duncaniella
F_Muribaiculaceae
S_freteriinov_87_0:69
| S_ comes .
S term|t[d|s nov_ 90 562
G Catembacterlum
S_| mltsudkal
G_Butyrivibrio
S_crosso:tus
G_Bacterfoides
G_ BIautié
G_| Dorea
G_| Lacnoclostr|d|um
S varlablle
G Subdohgranulum
F_Christe:nsenellac:eae
G Christénsenella :
| S coprostanollgenes nov_ 92 777
G_Lachnosplra : :
G_Eubaciterium
F_Eubact:eriaceae_éxv_
F_ Clostrii:iiales F_ :1
G Clostrldlales F_1_G_2_
G_| D|a||ster
B succmatlphllus nov 96_. 360
O_ multlorder
S_ rum|nant|um nov 92 601
F_Bacterpldaceae :
G_Coprococcus
S_ruminaintium_no%/_94_144
G_Rumirr:ococcus :
G_Sporolioacter :
F_Eubacferiaceae
G_Eubaciterium :
S_copri
S_prausnitzii
G_Oscilli%)acter :
G_| Faecafibacteriurﬁ
F Lachnosplraceae XlVa_
G Prevotella
F Lachnosplraceae
F_Rummpcoccacea:e
F_Prevotellaceae
P_Bacterioidetes
C_| Bacter'oidia
§ O_ Bacter0|dales
O Clostr[dlales
F Oscnlosp|raceae

O_ Eubacterlales

' C_Clostridia : : : :
| | | | |
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