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F6488.S06
F6488.S11
F6488.S07
F6488.S54
F6488.S56
F6488.S58
F6488.S61
F6488.S57
F6488.S59
F6488.S52
F6488.560
F6488.S53
F6488.S55
F6488.516
F6488.S17
F6488.S03
F6488.S08
F6488.S05
F6488.S15
F6488.S02
F6488.510
F6488.504
F6488.S01
F6488.513
F6488.S09
F6488.S12
F6488.514

Samples

Group

@D saliva Healthy Control
@D Feces Healthy Control

Bifidobacteriaceae
Barnesiellaceae
Coriobacteriaceae
Bacteroidaceae
Desulfovibrionaceae
Clostridiales_[F-1]
Acidaminococcaceae
Fusobacteriaceae
Campylobacteraceae

TM7_[F]
Absconditabacteria_(SR1)_[F-1]
Peptoniphilaceae_Peptostreptococcaceae_[XIII]
Lachnospiraceae_[XIV]
Veillonellaceae
Selenomonadaceae_Veillonellaceae
Gemellaceae

Aerococcaceae
Atopobiaceae_Coriobacteriaceae
Veillonellaceae
Staphylococcaceae
Pasteurellaceae
Actinomycetaceae
Lactobacillaceae

Alcaligenaceae

Muribaculaceae

Rikenellaceae

Eubacteriaceae

Veillonellaceae
Bifidobacteriaceae
Erysipelotrichaceae
Lachnospiraceae_[XIVa]
Neisseriaceae
Flavobacteriaceae
Micrococcaceae
Peptostreptococcaceae_[XI]
Erysipelotrichaceae
Carnobacteriaceae
Saccharibacteria_(TM7)_[F-1]
Porphyromonadaceae
Actinomycetaceae
Micrococcaceae
Eubacteriaceae_[XV]
Lachnospiraceae_Lachnospiraceae_[XIVa]
Bacteroidaceae

Prevotellaceae

Oscillospiraceae
Lachnospiraceae_[XIVa]
Ruminococcaceae
Lachnospiraceae

Streptococcaceae

Family



