Significantly Represented Taxa

| | |
- C_Bacilli

O_| Lactobacillales

F Streptococcaceae

G Streptococcus
S_muli:lspeaes sppll 20

. P Actmobacterla

[0} Sacchanbactena TM7 _0.1_
C_ Saccharlbacterla TM7 C1_
P_ Saccharlbacterla __TM7_
O Actmomycetales

F Saccharlbactena TM7 __F1
e Actlnobacterla

G_ Saccharlbac.terla TM7 _ G.1_
F Mlcroc0ccaceae
G Rothia
: G_ Granullcatella
FjCarnobacterlaceae
. O_Neésseriales
G_Neisseria
F_Neisseriaceae
: S_muc.iilaginosa
S_muliispecies_s:pp134_2
C Petaprote:obacteria
F: Actlnomycetaceae

F Peptostreptococcaceae X1_
S_ bacterlum HMT 352
O_| BacHIaIes
K Bactena
G Saccharlbacterla TM7 _G.3_
S_mulpspeC|es_s.pp109_2
G_Porphy:romonas
: G_miultigenus
S_biacterium_i—|MT_351
C_Actinbmycetia
G_Solobfacterium I
S_moorel
S_miultispecieis_sppS_Z
F_:Staphylocé)ccaceae
G:Gemella
G_Peptostrer)ftococcus
Sistomatis
F_méjltifamily
S_mulfispecies_épplls_z
: G_miultigenus
G_Rumir':Jococcace:ae_G_l
S| b'acterium HMT_075
F Flavobacterlaceae
O FIavobacterlaIes
C_| Flavobacterna
F_Gemellaceae
S_haelénolysans
Gé_GemeIla
S _pasteri
S_ dentocarlosa
O_M|crococcales
: iG_Rothia
F_Po%phyromor@adaceae
“F_ Microcéccaceae
S multlspeues sppl7_4 |
S_| bactenum HMT 346
: G_| ParV|monas
F_Peptostrehtococcaceae Xin_
. S mult|speC|es sppl8_3
S Sangumls
S multlspeaes spplll 2
: S_Fubacterlqm_sula |
G_Peptéstreptocdccaceae :XI G 1
. S_ bacterlum HMT 349
C mult|c|ass
S multlspeues spp27_2
G Bergeyella
S melanmogenlca
S_ endodontalls
G Saccharlbacterla TM7 G5
F_! Saccharlbacterla TM7 F2
S_ bacterlum HMT 356
G_Ab]otrophla
: S_éjefectiva
F_Aerocbccaceae
: G;Schaalia
FEActinomy'L‘etaceae

O Actmomycetales

G Selenomonas
F Selenomonadaceae

S_| bacterlum HMT 085 |
(6] multlorder
S muIt|speC|es spp56_2
S anglnosus
G Capnocytophaga
: G Actmomyces
F Pasteurellaceae
G_ Orlbacterlum
O_Pasteurellales
S_parairéfluenzae
G_Hae:mophilus
§ , elegans
S subflava
C_ Molllcutes
S multlspeues spp113 2
S sp_| HMT 322
F_EMycopIasmataceae
(%)_Mycoplafsmatales
: S:_faucium
F_Absiconditabaicteria_SR:l_F_l
C Abs:conditabaizteria SR:l _C1_
(0] Abscondltabacterla SR1 01
S_| bacterlum HMT 345

P Abscondltabacteﬂa __SR1_

G Abscondltabacterla SR:L G 1_
G Venlonella

G_Mycfoplasma

S_sp_ HMT 172
o Veili:onellales
F Velllonellaceae
S | bacterlum HMT 346_| nov 97_968
: G Actmomyces
S_md|t|speC|es;spp95_4

: S_éforsythia

s_gingivalis

S_graievenitzn
S_sinus
: S_micra
C T155|ereII|a
S Eubacterlum brachy
: S;conusus
F_Peptoni[:)hilaceae
G_T:annerella
O_:Campylobfacterales
S_ielongata
G_Pairvimonas
O_Tissierellales
F_Tanneirellaceae
G_Pept(:bstreptoco:ccaceae EXI G 9_
S mult|speC|es spp87_2

C Epsllonproteobacterla

: G Campylobacter

F Campylobacteraceae

S _pallens

G Peptestreptococcaceae X G 4_
© S_sp_| HMT 285
S_b:acterlum_HMT_369

F_| E;acteroidaies F2

G_| Bactermdales G_2_

G Erysmelotrlchaceae G 1

S sp_| HMT 180

S_ bactenum HMT 905
S sallvae
S sp Oral Taxon 274
S multispecies spp8_3
S bacterlum HMT 155
G Moglbacterlum
G_Vegllonellace?e_G_l
P_Grac::ilibacteriai_GNOZ
F_Lacrémospirace:ae XIV_

S Ieadbetten

F Gracmbactena GN02 F2
C_GraC|I|bacter|a_GN022_C_2
S_multispecies_spp135_2
G_Gracilibact:eria GNO.2 G 2

: S multlspeues spp39_5
S multlspeues sppn34 2 nov 97_817
S bacterlum HMT 873

O_ GracHlbacterla GN02 0.2
S sp Oral Taxon _A56

C:TM7 Cc_

G_Stomatcbaculum

O_TM7_0O_

F.TM7_F_

G TM7 G_

P_ Saccharlbacterla _TM7_
S sp HMT 097
G_Mobiluncus
G Ve|llonella
S_atypica

S_multispecies:spp79_2
Q_Selenomonadales

S_noxia

F_Selenomonadaceae
G_Selenomonas

P_Fusebacteria

G_Fusobacterium

S_periodonticum
G_Corynebacterium

'S_durum

C_| Fusobacterna
F Fusobacterlaceae
O Corynebacterlales
' 0_Fusobdcteriales
F_Corynebacteriaceae
S_argentoratense
O: Corynebacteriales
F_Corynebacteriaceae

G_Corynebacterium

S_faecium

F Audan@]inococcaéeae

o] Amdarhinococca:les

G_| Phascolarctobacterlum

S multlspeoes sppn46 2 nov 92 568
S_shahii : .
S rumlnantlum noy 95 701
S_ blform1s

S frag|I|s

S | rumlnantlum nov 93 049
S multlspeoes sppn52 2 nov 97 072
S term|trd|s nov 93 243 :
S_ elsdenu

S_muris_| nov 96 599

G Megas:_phaera

G Acutallbacter :

S succmatlphllus nov 96_ 567
B splanchmcus

G Odorlbacter

F Odoribiacteracea:e

F AIcaIigEenaceae

G_multigenus
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S aIysoides nov_96_614
G_| Barne5|ella .
S multlspeues sppn68 2| nov 97 279
F_Barnesiellaceae : :
S multispecies spp54_2
S_ |ntest|n|hom|n|s
| S_ blfldum
S multlspeues spp117 2
G B|Ioph4|a
S wadsWorthla
O_| Desulfowbrlonales
F Desulfpvibrionac?eae
C Delta[iroteobact:eria
S fmegoédii :
s bromiif nov_97 5528
S_copri_| nov 96 963
G multlgenus
F_ Bacter0|daceae
| S_ clara_ nov 97 609
S multlspeues_spplS_S
C_ Bacter:oides :
G Paraprevotella
S pectmoschlza név 96_ 372
S_copri_| hov 96_ 537
O_| Bactermdales
| G Massmprevotella
S ma55|l|en5|s
S_ ventrlosum
S_| bacterlum HMT 085 nov_ 91 422
S_ ma55|l|en5|s
G Medite:rraneibac:ter
S ramultjs :
S thermté)philus :
S rumina'ntium_noil_97_279
P Tenerii:utes ; ;
S_oralis_| hov 92 641
S faems
C Molllcutes :
S anaerqblum nov 80_300
F Anaerqplasmata;eae .
F Sutteréllaceae :
G Eubaciterium
S pIebeiLEJs
S_: siraean
| G_ Duodenlbacnlus
o Anaeroplasmata:les
G Astero:leplasma
S mult|speC|es spp67 2
S_ obeum
G_| Blautla
S muIt|speC|es spp104 3
S formlc!generans:
S multisbecies spbl37_2
S_copri_ nov 97_ 397
S | rumlnls
G ngllactobacnlus
| S_sp__ HMT 090_nov_92_ 795
G Acetanaerobacterlum
F_Peptos_treptococgaceae
G_Rombéutsia :
S_timoneinsis
G_Butyri\i/ibrio
S_merda:e
S_ coloraﬁs nov_ 935 492
S_ desmclans nov 97 738
S_| bactenum HMT _{ 085 _nov_ 93 946
S elongatum nov_ 92 081 :
S vaIer|C|genes nov 94_ 344
G Oscﬂhbacter :
S multlspeues spp68 2
S prausnltzu nov_ 97 964
S muIt|speC|es spp138 2
S | rumlnantlum nov 93 919
S putredlnls :
S_| bacterlum HMT _ 402 nov_ 91 011
| S alysmdes nov_ 96 825
G multlgenus
S coprostanohgenes nov_ 97 059
G Clostrldlum
S_caccae
F_Lachnci)spiraceaei_XlVa_
S_catus :
| S Iongum :
S muIt|speC|es sppn106 3 nov 96 833
S_hallii : :
S_muItisibecies_spénz7_2_no;\/_97_959
G_Roseburia : :
| S_ bacterlum HMT 085 nov_! 92 _809
F_ Clostrldlaceae :
S butynuproducens
S dlstasoms
S_inulinivorans : :
S muItlspeaes sppn2 2 nov 91 216
G Butyrn/lbrlo : :
| S_sp__ str D16_n05v_93_243§
G_unclas_smed_Rurhinococca';:eae
S_sp__ sté L2 50 :
S crossotus :
S_. stercorea nov_ 97 _403
G_| Rummoclostrldlum
S methylpentosum nov_89 462
S termlttdls nov_ 92 584
C_Methanobacterla
S_rava_niov_92_85i7
S_biform:]s_nov_97§_854
G AIIoprévoteIIa
P Euryarchaeota :
F_| Methanobacterlaceae
S_ callldus
S_smlthlt
O_Aeromionadales
G_Methainobrevibaicter
K. Archaéa :
§ O_ Burkholderlales
O_Methanobacterlales
G_Succiniivibrio .
G_Roseb:uria :
F_Akkermansiaceae
P_Verruciomicrobiaé
O_Verruc.fomicrobia:les
S_intestiﬁalis .
G_Akkerr:nansia
G_Monoélobus :
S_pectini:lyticus_naiv_90_112
F_ Enterobacteriacéae :
S multlspeues spp26 5
G multlgenus
O_| Enterobacterales
C_VerruComlcrobla:e
S_termitédis_nov_9i0_562
S muItisbecies sprf>19_2
S mucmrphlla :
| F Ery5|pelotr|chaceae :
S_dextr|nosolvens_:nov_97_0:79
F_ Succinivibrionact:eae :
o EryS|peIotr|chaIés
S_ saccharlvorans nov 97_ 279
C Ery5|pelotr|ch|a
S multlspeues sppl 2
S_| bromu
S bacterlum HMT 402 nov 89 038
S_freterl;nov_87_0_69
C_Gammiaproteobaicteria
G_ Kineot:hrix
| F_ Murlbaculaceae
S callldus nov 94_;369
G_| Duncamella .
S coprostanohgenes nov_ 95 711
S_stercorea :
G_Lachnoclostridium
S_pacaerﬁse_nov_9:6_145
G Christénsenella
G_| Holdemanella
F_ Chrlstensenellaceae
S_luti .
S sp_SS3. 4
S multis;::)ecies spr::14 2
G Ery5|pelatoclostr|d|um
S Clostrldlum splroforme nov 93 333
G Parabactermdes :
S_saccharivorans :
S_aerofafciens :
G_Collinsella
| F_ Corlobacterlaceae
G_Agathobaculum ;
S_eutactius .
F_| Rikenéllaceae
G AI|st|pes
F Lachnosplraceae
S_multlspeC|es_spp29_2
G_Blautia :
G Rum|rtococcus
S multlspeaes spp12 2
S_coprosltanol|gem.és_nov_92§_777
s_e|igen$_nov_94_§785
G Lacrlmlspora :
S xyIano:Iytlca_nO\/:_97_285
S_| rectale . .
G Clostrldlales F_1_G_2_
F_| Clostrldlales F_ 1
S succmatlphllus riov 96_. 36[)
G Catenrbacterlum
S mltsuokal
S_rogosae
G_| Lactob:acillus
S faeC|s
S_ rumlnant|um nov 94_ 144
F Ve|||onellaceae
S Ionglcatena
S_ rumlnant|um nov 92 601
S_multlspeues_sppn1_2_nov:_95_023
G_multigienus : :
F_multifamily
G_| Phocaéicola
S vulgatus
S_ellgens
S_comesé
G_Sporobacter
G_| Dialist:er
G_| Dorea
G_| Fu5|caten|bacter
| F_ Lactobacﬂlaceae
G_Blfldobacterlum:
F_Bifidobiacteriacezé]e
O_Bifidol:)acteriales:
G_Roseburia
S_ varlablle
G Subdohgranulum
G_Blautlz_a
G_Bactefoides
G_Eubaciterium
F_| Eubact‘:eriaceae EXV_
G_| Lacnoclostr|d|um
| G_ Eubacterlum :
F_Eubacterlaceae
G_Ruminiococcus .
G_Lachnbspira
G_Coproeoccus
O_multiofrder
G_Oscillibacter
F_Bacterioidaceae
S_copri
S_prausniitzii
G_Faeca[:ibacteriur‘%1
G_Prevotella
P Flrmlcutes
F_| Prevotellaceae
F_| Rummococcaceae
F LachnOSplraceae' XIVa_
F Lachnosplraceae
P_| Bacteroldetes :
F Osclllosplraceae
| C_ Bactermdla
O_Bacte|10|dales
O_Clostri:diales

O_Eubac'teriales
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