Significantly Represented Taxa

: éC_Bacilll
O_Lactobacillales
liStreptocei)ccaceae
: G Strep:tococcus
S multlspeaes sppll 20
: P_ Actmobactena
b_ActmomycetaIes
. C_Actinébacteria
:G_Rothia
F_Microccé)ccaceae
S_muc:ilaginosa
G_Granulicatella
F ECarnobacéeriaceae
S multlspeaes spp134 2
C_ Saccharlbacterla TM7 _C1_
O_Sacchar|ba(;ter|a_TM;7_O_1
: P_ Sacc.haribacter:ia __TM7_
F Saccharlbacterla TM7 F1
C Actlnomycet|a
F;Actinomy:cetaceae
:G Porphy'romonas
G Saccharlbacterla TM7 _G1_|
(0] Bacnlales
S_| bacterlum HMT 352
S _pasteri
F Peptostreptococcaceae XI_
O_| Mlcrdcoccales
G Rothia
F M|crococcaceae
S_den_tocanosa
G_:Neisseria
O_Neisseriales
F_Neissieriaceae
Fé_FIavobact:eriaceae
C_ FIavdbacteriia
O FIavobacterlaIes
G_E’eptostreptococcus
. Ssstomatis
G . Gemella
F Staphylococcaceae
S sangumls
S multlspeoes sppl7_4
G muIt|genus
S multlspeaes spp5_2
G_Solob_acterlum
S_moorel
F_méjltifamily
S_mulfispecies_s'pp118_2
G_multigenus
F_Pasteufrellaceae
G Hae:mophilus
- O Pasteurellales
O Actmomycetales
F- Actlnomycetaceae
S paralnfluenzae
G Saccharlbacterla TM7 _ G.3_
S multlspeues spp109 2
C_ multlclass
G Capnocytophaga
F_Gemellaceae
GEGemeIIa
S haemolysans
F Lachnosplraceae XIV_
: S melanihogenica
S_ bactenum HMT 351
S graevenltzn
G_Actl:nomyces
G_Oribiacterium
S_sp_ HMT 322
: G_Béergeyella
G_Rumiﬁococcaceée G 1_
S_ bactenum HMT 075
S glnglvalls
© S_sinus
S _pallens |
S multlspeaes spp113 2
S__Eubacterlu_lm_sulu
G_Peptéstreptocoéccaceae_EXI_G_l
S_bacterium_HMT_085
F Peptostreptococcaceae XH1_
G_| Parwmonas
S multlspeues sppl8_3
G Abrlotroph|a
C Abscondltabacterla SRl C1l_
O_Abstond|tabacter|a_SR1_O_1
; S_biacterium_i—|MT_345

G_Abs:conditabaé:teria_SRi_G_l
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F_Absiconditaba:cteria_SFil_F_l
S defectiva
F_Aeroceccaceae
G_Stomatabaculum
S sp_ HMT 097
S_periodonticum
+ G_Fusobacterium
O Fusobacterlales
C_ Fusobacterua
F Fusobactenaceae
P_| Fusobacterla
S multlspeaes spp95_4
F Corynebacteriaceae
S_durum

G_Corynebacterium

O:_Corynebacteriales

S muIt|speC|es spp19 2
S tlmonen5|s
F Peptostreptococcaceae

G_| RombOutS|a
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S multlspeues sppn68 2 nov 97 279
G_ Osalllbacter : :
| S_ bactenum HMT . 402 nov_ 89 038
Smultlspeaes_spp117_2 :
G Odorit:éacter .
F Odoribizacteracea:e
S_splanchnicus
F Aadarréﬂnococcacf:eae
C Verruéomicrobiaé
S multlspeues spp137 2
S mucmrphlla
o Verrucom|crob|ales
F Akkerman5|aceae
S_catus - ;
S faeuum
P Verrucomlcrob|a
O Aadamlnococcales
S cIara_mov_97_609
G Akkerrénansia
G Phascélarctobac:terium
G Parapl%evotella :
S therm(:)philus
S_wadsworthia
| O_ Desulfowbrlonales
F Desulfpwbrlonac,eae
C Deltaproteobacterla
G B|IophJ|a
G_multigenus
S prausri:itzii_nov_‘_%i7_964
G Rumin:oclostridiljm
S methyipentosumi_nov_89_4:l62
S ruminéntium_noil_93_919
S ramuluils . .
S multisbecies_sp;5104_3
S merdaie :
G unclaésified Rurﬁinococca}:eae
S sp_! str D16 _| nov 93_ 243
S formmgenerans
S_ |ntest|n|hom|n|s
| G_ Barne5|ella :
F Barneslellaceae
S muItisé)ecies sp§15_5
O_ Bactermdales :

S | rumlnantlum nov 95 701

S_ |nul|n|vorans

S multlspeaes spp68 2

| F_| Bactermdaceae

C_ Bacter0|des

O_| Enterobacterales

S multlspeues spp26 5

S_ caII|dus

S aerofa_ﬂens

G_Collingella

| F_ Corlobacterlaceae

F_Alcal|gzenaceae

G_multigfenus :

S_multisbecies_sp|554_2

S_ eutact:us .

G_ Clostrldlales F_1_G_2_
F_Clostridiales_ F 1_
S_coprosftanoligentfas_nov_92§_777
F_Veillonfellaceae :
G_Holderénanella .
S_ventriésum
S_hallii .

S_caccae: :
S sp_str 1250 :
G_ Klneothrlx
S aIy50|des nov_ 96 825
S succmatlphllus nov 96! 567
(e} Burkholderlales
S_ rummantlum nov 94 _ 144
S Iongum : :
S butyrlaproducens
S plebelus
G_Blautla
| S_ obeum
G D|aI|ster
S coprostanollgenes nov_! 95 711
S_| mtestmahs
G_| Roseburla
G muIt|genus
S multlspeues spp138 2
S pectlnoschlza nov 96 _. 372
S_rumlnantlum_noy_92_601 :
S_| bromiiE . .
G Rumm.ococcus
S_ caIIldus nov_94 - 369
S fmegoldu
S sp_ SSB 4
| G_ Roseburla
S_ comes- . .
S muIt|speC|es sppn106 3 nov 96 _ 833
G Lacrlmlspora
S xyIanontlca nov 97 285
G multlgenus :
G_Monoglobus
S_pectinilyticus_ndv_90_112:
S_multisbecies_sp§29_2
G_Blautiafa
F_Lachnéspiraceae‘;
F_Lachnoispiraceaeé_XlVa_
G_Agathé)baculum
G_Sporobacter
S putredfinis
S_ dlstasonls
§ S_ saccharlvorans nov 97_ 27'9
S Ionglcatena : :
S pacaense nov_ 96 145
G_Lachnpclostndlu_m
S_luti :
G_Lactotéacillus
S rogosée
B multlspeaes spp12 2
S_ellgens_nov_94_785
S_multisri)ecies_sp[:;\14_2
F_Enterobacteriacéae
S_ sacche;rivorans
S_ rectalé :
F_| Lactobacnlaceae
G muIt|genus
F multlfamlly
S multlspeues sppl 2
G_B|f|d0bacter|um:
O_Bifidolé)acterialesi
F_Bifidobfacteriaceée
G_| Dorea: :
G AI|st|pes
F_leenellaceae
G_Parabzfacteroidesé
O_Erysipélotrichalés
C_Erysipéalotrichia
F_Erysipc:elotrichace:ae
G_Erysipelatoclostridium
S_Clostréidium_spifroforme_nfov_93_33?:>
G_Eubac:terium : : :
F_Eubactéeriaceae
S_eligené :
S_vulgatius
G_Phocaéicola
G Coproi:occus
S faeas
S multlspeues sppnl 2 nov 95 023
| S_ var|ab||e : .
G_Subdo:llgranulunfn
G_| Roseb:uria .
G Prevotella
G_| Fu5|caten|bacter
G_ OscHIlbacter
G_Ruminococcus
G Blautla
G_| Eubacterlum
F_| Eubacterlaceae XV
O_ multlorder
G_| Lacnoclostndlum
G_| Bactel‘mdes
G_Lachnpsplra
F_| Bacter:oidaceae
S prausr]ltzu
G_ Faeca[lbacterlum
P_ Bacterpldetes :
F_| Rumlnococcaceae
P_ Flrmlcutes
C_| Bacter0|d|a
O Bacter0|dales :
F Lachnosplraceae XIVa_
F Osclllosplraceae
F_Lachnosplraceae:
O_Clostrédiales .
O_Eubac:teriales

C_Clostridia
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