
6.0 4.8 3.6 2.4 1.2 0.0 1.2 2.4 3.6 4.8 6.0
LDA SCORE (log 10)

C_Clostridia

O_Eubacteriales

O_Clostridiales

F_Lachnospiraceae

F_Oscillospiraceae

F_Lachnospiraceae__XIVa_

O_Bacteroidales

C_Bacteroidia

P_Firmicutes

F_Ruminococcaceae

P_Bacteroidetes

G_Faecalibacterium

S_prausnitzii

F_Bacteroidaceae

G_Lachnospira

G_Bacteroides

G_Lacnoclostridium

O_multiorder

F_Eubacteriaceae__XV_

G_Eubacterium

G_Blautia

G_Ruminococcus

G_Oscillibacter

G_Fusicatenibacter

G_Prevotella

G_Roseburia

G_Subdoligranulum

S_variabile

S_multispecies_sppn1_2_nov_95_023

S_faecis

G_Coprococcus

G_Phocaeicola

S_vulgatus

S_eligens

F_Eubacteriaceae

G_Eubacterium

S__Clostridium_spiroforme_nov_93_333

G_Erysipelatoclostridium

F_Erysipelotrichaceae

C_Erysipelotrichia

O_Erysipelotrichales

G_Parabacteroides

F_Rikenellaceae

G_Alistipes

G_Dorea

F_Bifidobacteriaceae

O_Bifidobacteriales

G_Bifidobacterium

S_multispecies_spp1_2

F_multifamily

G_multigenus

F_Lactobacillaceae

S_rectale

S_saccharivorans

F_Enterobacteriaceae

S_multispecies_spp14_2

S_eligens_nov_94_785

S_multispecies_spp12_2

S_rogosae

G_Lactobacillus

S_luti

G_Lachnoclostridium

S_pacaense_nov_96_145

S_longicatena

S_saccharivorans_nov_97_279

S_distasonis

S_putredinis

G_Sporobacter

G_Agathobaculum

F_Lachnospiraceae__XIVa_

F_Lachnospiraceae

G_Blautia

S_multispecies_spp29_2

S_pectinilyticus_nov_90_112

G_Monoglobus

G_multigenus

S_xylanolytica_nov_97_285

G_Lacrimispora

S_multispecies_sppn106_3_nov_96_833

S_comes

G_Roseburia

S_sp__SS3_4

S_finegoldii

S_callidus_nov_94_369

G_Ruminococcus

S_bromii

S_ruminantium_nov_92_601

S_pectinoschiza_nov_96_372

S_multispecies_spp138_2

G_multigenus

G_Roseburia

S_intestinalis

S_coprostanoligenes_nov_95_711

G_Dialister

S_obeum

G_Blautia

S_plebeius

S_butyriciproducens

S_longum

S_ruminantium_nov_94_144

O_Burkholderiales

S_succinatiphilus_nov_96_567

S_alysoides_nov_96_825

G_Kineothrix

S_sp__str__L2_50

S_caccae

S_hallii

S_ventriosum

G_Holdemanella

F_Veillonellaceae

S_coprostanoligenes_nov_92_777

F_Clostridiales__F_1_

G_Clostridiales__F_1__G_2_

S_eutactus

S_multispecies_spp54_2

G_multigenus

F_Alcaligenaceae

F_Coriobacteriaceae

G_Collinsella

S_aerofaciens

S_callidus

S_multispecies_spp26_5

O_Enterobacterales

C_Bacteroides

F_Bacteroidaceae

S_multispecies_spp68_2

S_inulinivorans

S_ruminantium_nov_95_701

O_Bacteroidales

S_multispecies_spp15_5

F_Barnesiellaceae

G_Barnesiella

S_intestinihominis

S_formicigenerans

S_sp__str__D16_nov_93_243

G_unclassified_Ruminococcaceae

S_merdae

S_multispecies_spp104_3

S_ramulus

S_ruminantium_nov_93_919

S_methylpentosum_nov_89_462

G_Ruminoclostridium

S_prausnitzii_nov_97_964

G_multigenus

G_Bilophila

C_Deltaproteobacteria

F_Desulfovibrionaceae

O_Desulfovibrionales

S_wadsworthia

S_thermophilus

G_Paraprevotella

G_Phascolarctobacterium

G_Akkermansia

S_clara_nov_97_609

O_Acidaminococcales

P_Verrucomicrobia

S_faecium

S_catus

F_Akkermansiaceae

O_Verrucomicrobiales

S_muciniphila

S_multispecies_spp137_2

C_Verrucomicrobiae

F_Acidaminococcaceae

S_splanchnicus

F_Odoribacteraceae

G_Odoribacter

S_multispecies_spp117_2

S_bacterium_HMT_402_nov_89_038

G_Oscillibacter

S_multispecies_sppn68_2_nov_97_279

S_valericigenes_nov_94_344

G_Romboutsia

F_Peptostreptococcaceae

S_timonensis

S_multispecies_spp19_2

O_Corynebacteriales

G_Corynebacterium

S_durum

F_Corynebacteriaceae

S_multispecies_spp95_4

P_Fusobacteria

F_Fusobacteriaceae

C_Fusobacteriia

O_Fusobacteriales

G_Fusobacterium

S_periodonticum

S_sp__HMT_097

G_Stomatobaculum

F_Aerococcaceae

S_defectiva

F_Absconditabacteria__SR1___F_1_

P_Absconditabacteria__SR1_

G_Absconditabacteria__SR1___G_1_

S_bacterium_HMT_345

O_Absconditabacteria__SR1___O_1_

C_Absconditabacteria__SR1___C_1_

G_Abiotrophia

S_multispecies_spp18_3

G_Parvimonas

F_Peptostreptococcaceae__XIII_

S_bacterium_HMT_085

G_Peptostreptococcaceae__XI__G_1_

S__Eubacterium__sulci

S_multispecies_spp113_2

S_pallens

S_sinus

S_gingivalis

S_bacterium_HMT_075

G_Ruminococcaceae__G_1_

G_Bergeyella

S_sp__HMT_322

G_Oribacterium

G_Actinomyces

S_graevenitzii

S_bacterium_HMT_351

S_melaninogenica

F_Lachnospiraceae__XIV_

S_haemolysans

G_Gemella

F_Gemellaceae

G_Capnocytophaga

C_multiclass

S_multispecies_spp109_2

G_Saccharibacteria__TM7___G_3_

S_parainfluenzae

F_Actinomycetaceae

O_Actinomycetales

O_Pasteurellales

G_Haemophilus

F_Pasteurellaceae

G_multigenus

S_multispecies_spp118_2

F_multifamily

S_moorei

G_Solobacterium

S_multispecies_spp5_2

G_multigenus

S_multispecies_spp17_4

S_sanguinis

F_Staphylococcaceae

G_Gemella

S_stomatis

G_Peptostreptococcus

O_Flavobacteriales

C_Flavobacteriia

F_Flavobacteriaceae

F_Neisseriaceae

O_Neisseriales

G_Neisseria

S_dentocariosa

F_Micrococcaceae

G_Rothia

O_Micrococcales

F_Peptostreptococcaceae__XI_

S_pasteri

S_bacterium_HMT_352

O_Bacillales

G_Saccharibacteria__TM7___G_1_

G_Porphyromonas

F_Actinomycetaceae

C_Actinomycetia

F_Saccharibacteria__TM7___F_1_

P_Saccharibacteria__TM7_

O_Saccharibacteria__TM7___O_1_

C_Saccharibacteria__TM7___C_1_

S_multispecies_spp134_2

F_Carnobacteriaceae

G_Granulicatella

S_mucilaginosa

F_Micrococcaceae

G_Rothia

C_Actinobacteria

O_Actinomycetales

P_Actinobacteria

S_multispecies_spp11_20

G_Streptococcus

F_Streptococcaceae

O_Lactobacillales

C_Bacilli

Significantly Represented Taxa

Feces_Healthy_Control Saliva_Healthy_Control


