Significantly Represented Taxa

-C_Bacilli

O_Lacto%JaciIIaIes
FE_Streptocéccaceae

. G Strep:tococcus

S multlspeaes Sppll 20

O_ Saccharlbacterla TM7 O 1
. P Sacchanbactena __TM7_
C Séccharlbacterla TM;7 C1
F Saccharlbacterla TM7 F1
O Actlnomycetales

G_ Saccharlbacterla TM7 _ G.1_
: C Actmbbacterla
P_Actmpbacterla

:G Rothia |

S muqlagmosa

: F _Micrococcaceae
Ff_Peptostreptococcacaae_Xl
: G_Granylicatella
F ECarnobacéeriaceae

S multlspeaes spp7_2

S multlspeaes sppl34_2
S_bacterlum_HMT_352

: O_iBaciIIaIes
F_Neiss:eriaceae
O_| Neisseriales
F. Actmomycetaceae
C Gammaproteobacterla

G Saccharlbacterla TM7 G 3_
G Porphyromonas
G_Neisseria
S_bacterium_HMT_351
G:Gemella

F Staphylococcaceae
S moorei
G_Solob_acterium
S_Estomatis
G_multigenus
S nr;ultispecie:s spp5_2
G Peptostreptococcus

S_| bacterlum HMT 075
G Rumlr]ococcaceae G 1_
. S multlspeC|es spp118 2

F multlfamlly
S_ bacterlum HMT 346
G Gemella
S_haemolysans
F Geng'nellaceae
G multlgenus
S multlspeaes spp27_2

K Bacteria
O Flavobacterlales
: C_ FIavobacterua

F: FIavobactenaceae
F Peptonlphllaceae
S_multlspeC|es:_spp18_3
. G_| Pai‘vimonas
S_| bacterlum HMT 349
S alocis
G Peptostreptococcaceae XI G 1_
: S _pasteri
G -F|I|factor
S Iactarlus

S_ Eubacterlum __sulci

S_ endodontahs
F: Actmomycetaceae
O Actmomycetales
S bacterlum HMT 356
G_! Saccharlbacterla TM7 G5
F Saccharlbacterla TM7 F2_
S_ Ieadbetten
G Bergeyella
C GraC|I|bacter|a GN02 _C1_
S_bacterium_| HMT 872
(o MoIhcutes
F_ Graallbacterla GN02 F1_
P_| Fusobacterla
O Card|obacter|ales
F_ Cardlobacterlaceae
,G_Cardlob:acterlum

. S hominis
S sangumls
(0] Gracﬂlbacterla GN02 0.1
G .Schaalia
G Gracmbacterla GN02 _G.1_
G_| Bactermdaceae G_1_
S_multlspeC|es_spp113_2
I%_Fusobacéeriaceae
S_bacterium_HMT_272
. G_Fusobacterium
F_:Mycoplasrﬁataceae

G Mycoplasma

O Mycoplasmatales

S . faucium
P_Splrpchaetes
: C_Fusofbacteriia
:O Fusobécteriales
S multlspeaes sppl7_4 |
G_Capnocytophaga
S_biacterium_i-lMT_QOS

S b'acterium i—|MT_369

G Peptostreptococcaceae X G 4_
S_sp_ HMT 322

G_Ab[lotrophla

o Splrochaetales
F_Aerococcaceae

. S_ :defectiva

G Selehomonas

F Abscondltabacterla SRl F1
O_Abs:conditaba:cteria_SR;L_O_l
P_Abscorr:ditabactelfia_SRl
G_Absfconditabasf:teria_SRél_G_l
C_Abs:t:onditaba'cteria_SP\:l_C_l
. . C_Spilirochaetia
G_Lacrinospirace:ae_G_S
S_bacterium_HMT_500
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S_ bacferium HM:T 346_noy_97_968
G_ Saccharlbacterla TM7 G 4_
S bacterlum HMT 355
G Tannerella
F_Tanne:rellaceae
S_Eforsythia
G Treponema
EF_Splrochaetaceae
: . S_sp_i—|MT_097
G_Peptéstreptoca:ccaceae_EXI_G_Q
S__Eubacterium__brachy
F_ Graullbacterla GN02 F2
G Stomatobaculum
O_Gracilibacﬁeria_GNO?_O_Z
G_Gracilibacteria_ GNO2__G_2_
: S_| b:acterium i—|MT 873
S multlspeues spp95_4
C_ GraC|I|bacter|a GN02 _C2_
F_| Bactermdales F2
G B'acter0|dalzes G 2_
C_Epsilonproteobacteria
F_Campylobacteraceae
G_Mogibacterium
S_miultispecies_spp8_3
S sp Oral_Taxon_274
. G Campylobacter
o Campylobacterales
S_ bacterlum HMT 085
G Treponema
O_Spirochaetales

F_Spirochaetaceae

C_Spirochaetes

G_| Breznakia

P EIu5|m]crob|a

F_ E|u5|m1crob|aceae

S | mmutum nov_' 95 740

O_| EIu5|m|cr0b|aIes

G_ EIu5|m|crob|um

G Massmprevotella

C EIusimEicrobia .

S massiliensis

G Fourniie-rella

S plautiifnov 95 7511 _
S_ maSS|I|enS|s nov 95 _455
S shahu :
S wadsw,orthia

G BI|Ophl|a

S ma55|llen5|s nov 95 011
S tanner_ae_nov_87__366 .
G FIavonEifractor :
S sp_stf_DlG_no:v_89_414f
| S_ maSS|I|enS|s nov 88_739
S bacter)um_HMT_,086_nov_96_364
G Lachnc:)spiraceaeia_G_7_ .
G Sutterella :

S_| rum|nant|um nov 93_| 049
S | beOI’mlS :
G Caproraproducens

S galact;tollvorans nov_92_ 793

S cyIlndr_0|des_nov__92_241
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S massiliensis
S splanchnicus
G Odonbacter
S coprostanollgenes nov_ 91 1236
S sp_ str D13 | nov 91 323
S_shahii_ nov 91 991
S thermq)phllus
s_fragilis : :
S sp_st[r_NML04A032_nov_'90_337
G multlgenus : :
S mult|speC|es sppl 2
S_ homlms :
S varlab!le_nov_97;_964
G Acutal'ibacter
S_muris_| nov 96_ 599
S sp_ str D16_| nov 95 495
| G_ Medlterrane|bacter
S faeas :
F_ Odorlbacteraceae
S ovatus
S_siraeum
S caccaef
G_Blautia
S clara
G Mltsuqkella
S_copri_ nov 97 _ 831
G_| Faeca[ltalea
S_ ma55|I|en5|s
S aIysmdes nov_ 96 614
S mult|speC|es_spp51_2
G Astero:leplasma
S parvum nov_87_ 738
S_| rum|nant|um nov 97 279
S_sp__ stf D16_ noiv 93 . 243:
S_| bacterlum HMT ¢ 911 nov_ 90 652
| G_ Ruthenlbacterlum :
S Iactatlformans nov 90 562
G_Bacteroidetes__| G 7
P Tenerltutes
@ MoIIlcqtes
S anaercébium_nové_80_300
S formicigenerans:
| S_ bacterlum HMT | 085 nov_ 90 766
G A|IStIpES
F leene_llaceae
S_oris_nov_90_043
G_Desulfovibrio
S saccharlvorans nov 97 279
S_hallii : :
S vaIer|C|genes nov 94 344
G_Oscillibacter
G_| Duodembacnlus
S | |ntest|ha||s
o Anaeroplasmatales
| G_ Ihubacter
S bacter]um HMT 085 nov 92 809
S_bacterium_HMT 402 _nov_ 91 011
F AnaerOpIasmataCeae
G_Monoglobus
S_| massiliensis novf 90_766
S prausnltzn nov_ 97 964
| S pectlmlytlcus nov 90_. 112
S_rava n:ov 92 857
O_Egger‘ghellales
S freterifnov 87 059
F_ Murlbaculaceae
G Duncamella
G_Acet|v,|br|o
F_Eggert:hellaceaeé
S_catus .
S_ bacter;um HMT 899 nov_ 93 290
S_muris_| nov 94 796
S_| merdae
| F_ Sutterellaceae
G Adlercreut2|a
S_ bactenum HMT 085 nov_ 91 422
S crossotus
S_ callldus nov_94 - 369
S_copri_| rhov 97_ 39:7
S multlspemes spp14 2
S coprostanollgenes nov_ 97 . 059
S_pacaense_nov_9_6_145
G_Parapréevotella .
S termitifdis nov 9.2 584
C Deltaproteobacterla
S_ callldus
S_luti :
S_oralis_inov_92_641
F Desulfbvibrionacfeae
0_ Desulfowbrlonales
F EubacterlalesFamllyXIII InCertaeSedls
S_ desmolans nov_ 97 738
| S_ muhmvorans
S Iongum
F Peptostreptococcaceae
S tlmonen5|s
G_Romboutsia
S_copri_nov_97_835
G_| Eubac'terium
G Lachnoclostrldlum
S bacter)um HMT_{ 085 nov 93 946
G_ Roseburla .
G Butyerlbrlo
S_sp_ HMT_090_nov_92 795
S multispecies sppnz 2 nov5_91_216
G Ery5|pelatoclostr|d|um :
S_ | Clostndlum splroforme nov 93_ 333
S methylpentosum nov_89 462
G_| unclassmed Rumlnococcaceae
G AIIoprevoteIIa :
S coprostanollgenes nov_ 95 - 711
S_ sacchanvorans
G Akkermansla
G Butyr|V|br|o
S bacterium HMT _ 402 _nov 90 337
C_Verruc;omlcroblae
F Erysipélotrichacéae
S_: stercorea _nov_ 97 403
| F Akkerman5|aceae
G Agathobaculum
S_rectalg :
G_Rumin.:oclostridiljm
S_ biform:is nov_ 975854
o Verrucomlcroblales
S_ dextrmosolvens nov 97_ 079
| P Verrucomlcrobla
S mucm[phlla :
S_ bactenum HMT _{ 091 nov_ 93 213
S multlspeues spp26 5
G multlgenus
G Clostrildium
S_| rum|n|s
O Aeromonadales
F Succm]wbrlonaceae
(0] Ery5|pelotr|chales
G Sporobacter
S faeC|s
S bacterlum HMT _ 402 _nov_ 89 038
C Ery5|pelotr|ch|a
G_. Succm|V|br|o .
S_| bromu
S mu|t|speC|es spp12 2
G_Peptos:treptococ:caceae_X:I_G_2_
S eligené nov_94 :785
S rumlnantlum nov 94 144
P Euryar‘chaeota :
G_| Methanobrewbacter
O_| Methahobactenales
K. Archaea
C_| Methahobacteriei
F_| Methanobacterlaceae
§ S_ sm|thu
S_sp__ SS3 4
S mult|speC|es sppn27 2 nov 97 959
S vulgatUS
S multlspeues sppnl 2_nov: 95 _023
C_| Bactermdetes C 1
O_Bactenmdetes_o_l_
F_Bacterioidetes_FE_l_
S multisi)ecies sp;529 2
F Lachnosplraceae XlVa_
G_| Blautla
O_| Burkholderlales
| G_ Holdemanella
G Kmeothrlx
G_| B|f|dobacter|um
G_Parabactermdes:
G Fusicastenibacteré
G_| Rummococcus
S coprostanollgenes nov_ 92 777
| O_ Enterobactenales
S rogosae :
S multlspeoes spp19 2
S stercorea
S_eligens
F_Entero:bacteriaceiae
G_Prevot:ellamassil:ia
G multigaenus .
F mul‘ufamlly
O_| Blfldobacterlales
F_ Blfldob'acterlaceae
G_| B|f|dobacter|um
| S_ aerofaaens
G CoIImseIIa
S_| rum|nant|um nov 92 601
G Phocaelcola :
G Lacrlmlspora
S xylanolyt|ca nov 97 285
S Ionglcatena .
F Conobacterlaceae
F_Eubacterlaceae_LXV_
G_| Eubac:terium .
S eutactus
G Clostrldlales F_l_G_2_
F_ Clostrldlales F_ 1
G_| BIautla
G_Roseb:uria
G_Clostridium
G_| DoreaE
S varlablle
S_copri_| nov 97_ 174
| F Clostrldlaceae
S comes-
G Catembacterlum
S mltsuqkal
S succmatlphllus nov 96_ 360
G Chrlstensenella
F Chr|stensenellaceae
| G Subdollgranulum
G_Lacnoclostrldlum
G_Dialistier .
G_Bacteréoides
G_Lactobacillus
F VeiIIonEeIIaceae
G Lachnosplra
G_ Rumlnococcaceae G 2_
F_Lactob:acnlaceae:
O_multioirder :
G_Ruminfococcus
G_Oscillibacter
F_Bacterioidaceae
G_Eubac:terium
F_Eubactéeriaceae
G_Copro&occus
S_prausr‘iitzii
S_copri _
G_Faecalibacterium
F Lachnosplraceae XIVa_
F_Lachnosplraceae:
G_Prevotéella .
F_ Ruminbcoccacea:e
F Osclllosplraceae
F_| Prevotellaceae
P_Bacterpldetes
| C_ Bactermdla
O_Bacte:mdales
O_Clostrédiales

O_Eubac'teriales

; C_Clostridia : : : :
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