Significantly Represented Taxa

-C_Bacilli
O_Lacto:bacillales
FE_Streptocéccaceae
: G_Strepitococcus
S_mul%ispecies_s:ppll_zo
P_Saccharibacteria_ TM7_
O_ Séccharibaéteria TM:7 0.1
C Saccharlbacterla TM7 _C1_
F Nelsserlaceae
O_| Nelssenales
G Nelsserla
F Saccharlbacterla TM7 F1
P Actmobactena
G_ Saccharlbacterla TM7 G1_
S_multlspeaes_spplog_z
. C Actiné)bacteria
D Actlnomycetales
G_ Saccharlbacterla TM7 __G.3_
F;_Peptostre:ptococcac:eae_Xl
FiActinomy:cetaceae
F_éCarnobacéeriaceae
© G Gran:ullcatella
S_| bacterlum HMT 351
S_mul?ispecies_s:pp134_2
: O_| Bacillales
G Solobacterlum
S moorei
F Micrococcaceae
G Rothia
S_| bacterlum HMT 352
G_Porphy:romonas
S_muc:ilaginosa
F mu:JItifamin
G mult|genus
S multlspeaes spp5_2
G mult|genus
S multlspeaes spp118 2
: S_| bacterlum HMT 075 |
G_Rumlnococcaceae G 1_

. F _Peptoniphilaceae

G Parwmonas

S multlspeues sppl8_3

G Gemella
F Staphylococcaceae
: S subflava
EO_FIavobactenaIes
: C_Flavoibacteriia
Fé_FIavobac%eriaceae
S_bacterium_HMT_346
: S_muiltispeciesé_spp17_4
G_Pepté)streptocofccaceae_iXI_G_l
. Ké_Bacteria
S_bacterium_HMT_349

S_| :Eubacteril;m __sulci

S multlspeues spp27_2

S ‘stomatis

G Peptostreptococcus

G Gemella

F Gemellaceae

S haemolysans

S_ bactenum HMT 085
FZActinomy'cetaceae
O Actmomycetales
: G Bergeyella
F Saccharlbactena TM7 F2_
G_ Saccharlbacterla TM7 G5
S_ bactenum HMT 356

S_ bacterlum HMT 346_| nov 97_968
S anglnosus

S_ defectlva
S melanlnogemca
: G Ablotrophla

F Abscondltabacterla SRl F 1
P_Abscon:ditabacter:‘ia_SRl
G_Abs:conditabac::teria_SRfl_G_l
O_Absfconditabacf:teria_SR::L_O_l
C_Abs:tonditaba'cteria_SR:l_C_l
. F_Aerocé:ccaceae
S_mtjltispeciesf_spp39_5
P_Spirochaetes
: G_! Sele:nomonas
F Pasteurellaceae
- 0 Pasteurellales
S_bacterium_HMT 345

: C_Tiissierellia

S_micra

(0] Tiss:ierellales

G_| Parwmonas

F Peptomphﬂaceae

G Velllonellaceae G_1_
(o MoII|cutes
S_ | Eubactenum y__brachy
G_Peptci)streptoco:ccaceae_;XI_G_Q
: S: faucium

G Mycoplasma

F Mycoplasmataceae

O Mycoplasmatales

P_| Fusobacterla

S_| bacterlum HMT 155

EO Fusobécteriales

G Haemophllus

S multlspeues spp95_4

: S_paramfluenzae
C_Fusoibacteriia

S_éforsythia

G Ténnerella
F Tannerellaceae
C_Epsllonproteobacterla
G_Campgllobacter

F_Cémpylobaéteraceae
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: S_éconcisus
O_Spiroc:haetales
C Spiéochaetia
G Treponema

F Splrochaetaceae
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G_Mogib:acterium
: S _pasteri
G Capnocytophaga
P_ GraC|I|bacter|a _ GNO2_

0
o
w -
[a]
a
o
3.
c
3
-
=<
—
©
o
o

O_Spirochaetales
éF_Spirochéaetaceae
G_Tr:eponema

C Splrochaetes

G_Bfacteroldal,es_G_Z
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G_Peptostreptococcaceae_XI_G_4_
G_Slackia

S_exigua
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S mult|speC|es spp54 2

G multlgenus

G Rombout5|a
S_copri_| nov 97 _ 831
S multlspeaes sppnG 2 nov 91 910
S t|monen5|s
S_catus_hov_96_136
S flnegofdii :
| F AIcaIlgenaceae
S mult|speC|es sppnlO 2 | nov 92 135
F Peptostreptococcaceae
S faStIdIOSUS
S plautn nov_91 441
| S_ wadsworthens|s
F_| Defluvutaleaceae
S pulllcaecorum nov_94_ 382
G Butyrltlcoccus :
S multlspeaes sp;;n7 2 nov 88 964
G_| Defluvutalea . :
S_sp, str NMLO4A032_nov 90 337
S lenta_ nov 93 42.4 :
G Peptostreptococzcaceae_){l_G_Z_
G_ Sutter:ella . :
G multlgenus
S sp_ str D16_ nov 95 495
G Eggerthella
S plautu nov_95_ 711
S _sp__ sti NML04A032 _nov 87 _416
S communls
S varlablle nov_ 97 964
S splanchnlcus
F EubacterlalesFamlIyXIII IncertaeSedls
G_| Faeca[ltalea :
S copr|_rnov_97_1754
G Odoril::cacter .
S_copri_| nov 97_ 835
S mult|speC|es sppn75 2 nov 97 391
S_ anaerobla .
G Tur|C|bacter
B bactenum HMT 086 nov_ 96 364
G Anaeromassmbacnlus :
S sp_| HMT 040_| nov 92 918
S succmatlphllus nov 95 931
S_| masslllen5|s nov 88 143
G_| FIavonlfractor :
S mult|speC|es_sp;:>1_2
F Tur|C|bacteraceae
S bacter)um HMT_ 905 nov 92 625
G Lachnosplraceae G 7_
S catena
o Tur|C|bacteraIes
| S_sp__ Oral _Taxon A55 nov_ 87 607
S sangw:nls_nov_86_266 :
G Slackiaia .
S |sof|avbniconver£ens
S putred|n|s
S sp_ Oral _Taxon A55 nov_ 85 _439
S_ bactenum HMT_{ 091 nov_ 93 213
S formlagenerans
S prausmtzu nov 97 964
S mult|speC|es sppn12 2_| nov 95 692
S parvum nov_87_ 738
S dlstasqnls :
G Lachn%)bacteriurﬁ
S alysoides_nov_96_825
S Wadswéorthia .
S thermophllus
S multlspeaes sppn103 2 nov 94 | 631
G BI|Ophl|a
S pulllcaecorum nov 85 078
| S multlspeaes spp51 2
G Barneslella :
S_| rum|nant|um nov 94 _ 157
(¢] Eggert_hellales
S_cylindroides_nov: 92_241
F Eggert:hellaceaeé :
S| bromii: :
| S multlspeC|es spp12 2 :
S sp_ str D16 no.v 93 454"
S| |ntestm|hom|n|s :
G Butyrltlmonas :
S sp__ str NML04A032 _nov 92 _793
| S_ bovis_| nov 95_ 7].1
S faeC|s
G Coprobacter
S pachnlodae_nov_z85_225
S vaden:sis ;
S_| rum|n|s
S senegalen5|s nov 88 435
S maSS|I|en5|s nov 88 739
S anaerqb|um nov 80_300
S termltldls nov_ 92 325 .
S tanner.ae_nov_87_366
S_mucosae :
S sp_st%_NMLO4AO32_nov_:90_090
S_sp_str_D16_nov_89 414:
S_catus .
S_oralis hov 92 641
G Asteroleplasma
S muIt|speC|es sppn68 2_ no\/ 97 279
S multlspeaes_sppn102_2_n_ov_95_692
S merdae : : :
S eIongatum nov 92 081
F Kmeosporlaceae
S multlspeaes sppn46 2| noV 92 568
G Anaerotlgnum . .
S_hallii .
S ventriésum
§ S_sp__ str L2_50
S |ntest|nalls
S pectlmlytlcus nov 90_. 112
G Monoglobus :
(¢] Anaeroplasmatales
G_| leostlactobacnlus
S ferrlreducens nov 88_ 170
S_multlspeC|es_spp_19_2
G_Acetaflaerobactérium
S_termitiédis_nov_9§3_243
F Anaerc'»plasmata.Ceae
S_| rumlnantlum nov 93 919
B aIysmdes nov_ 95 918
S obeum nov_97 727
F_ Odorlbacteraceae
G Parolsenella
G_multlgenus
S_piger
G_Parapfevotella
F_Barnesiiellaceae
G_Breznékia :
S_massiIiensis_nové_90_766
S_shahii_énov_91_9:91 :
S_massiliensis
| S_ clara
S | bactenum HMT 085 nov 93 946
S sp_ str D16_| nov 93 _| 018
G Acutalibacter :
S_muris_ nov_96_ 599
G_| Roseburla
S_ desmolans nov_ 97 738
| G_ Desulfowbrlo
S sp_ SS3 4
S coprostanollgenes nov_ 95 711
S eutactUS
S_| rumlnantlum nov 93_| 049
G Geosp‘orobacter: :
G_| Duodenlbacnlus
G Senegallmassma
S_b|form15_nov_97:_854
S_multist:aecies_spél4_2
S_crosso:tus_nov_9:5_591
S aIysoides nov_ 96 614
S multlspeues sppn79 2 nov 83 445
S shahu
S_luti - : :
S_methyipentosurri_nov_89_£:162
S_multisg:)ecies_spéGB_Z ;
S_Clostréidium_spifroforme_nfov_93_333:
S_multisbecies_sp§97_6 :
| S faecalls :
S faeucola
S_massiliensis_nov: | 89 189
G Blautla : :
s_sp_stf_D13_nojv_9 1.323:
S caccae : :
S elsdeml
F_| Enterococcaceae
S_S|raeum :
S sp_ sté D16_| no:v 93_. 243E
S_ bactenum HMT _ 402 _nov_ 91 216
G_| Holdemanella
O Klneosporlales
G_Eubac,terlum
G_Enteroicoccus
S_sacchairivorans
G_Ruminoclostridium
S_copri_| rE]ov 97_ 3957
G Erysmelatoclostrldlum
S pacaense nov_ 96 145
(6] Vlctlvallales
G_Vlctlvqllls
F_Victivaéllaceae
C_Lentisp:)haeria
S valeric.:igenes noiv_94_344§
G Oscthacter :
S multlspemes sppnl 2 nov 95 023
S_copros:tanollgenes_nov_97:_059
G Clostri:dium ; ;
S multlspemes spp29 2
G_| Blautla
| F Lachnosplraceae XIlva_ .
S_bacterjum_HMT 402_nov 91 011
S eligené nov_94_ E785 :
C Deltaproteobacterla
S coprostanollgenes nov_ 92 - 308
S butyrlmproducens
F_Desulfpwbnonac,eae
O_Desulf:ovibrionalies
G_AIIoprévoteIIa :
G_Megasiphaera
S_rumina:ntium_n0§/_97_279
P Euryar'chaeota :
| F_ Conobacterlaceae
G Kmeosporla :
G_| Medlterranemacter
S_xylanalytica_nov, 97 285
G_Lacrimispora  :
O_Methainobacteriailes
F_Erysipélotrichacéae
K_Archaeia .
S_faecisE
G_Methainobrevibaicter
(¢] Erysip:elotrichalés
S_rava_| nov 92 857
S_ muhmvorans
G_. Sutterella
S | bactenum HMT 085 nov_ 92 809
C Ery5|pelotr|ch|a
S_eligens :
G_Lachn(i)clostridiuim
S_smithii
| P Lentlsphaerae :
S_sp_st[_YIT120é7
S_caIIiduis_nov_94_é369
C_Metha:hobacteria:
G_Phascolarctobacterium
F_Metha%lobacteriaiceae
S_multisbecies_sp§67_2
§ S_ rectale
G_| Fusmatembacter
S_| bactenum HMT 402 _nov_ 89 038
S_dextrlrllosolvens_gnov_97_0j19
G AIistipés : :
| F_| leenellaceae
F Akkerman5|aceae
S vulgatus
S faeC|s
S multlspeaes sppn2 2_nov: 91 _216
S_ aerofaaens . :
G CoIImseIIa
C Verrucomlcroblae
P_Verruc_om|crob|a:
G Akkerrznansia .
S mucmtphlla
G Massmprevotella
S_ massmen5|s
G_| Phocaelcola
S muIt|speC|es spp26 5
S_termltl:dls_nov_92_584
G_Catenébacteriumi
o Verruéomicrobia:les
bromu nov_97 528
S rogosae
S_m|tsuqka|
S_callidufs :
G_Agathbbaculum
O_Bifidoté)acterialesi
F_Bifidobiacteriaceeiae
S crosso'tus :
| G_ Lactobacnlus :
G_Rumlrtococcus :
G_Clostriidium
F_Entero:bacteriace%ae
G_Bifidoh}acteriumf
O_Enteroibacterialeis
F_Clostridiaceae
G_Kineotéhrix
o Aerom'onadalesz
F_ Sucmmwbnonaceae
S_ comes
G_ Succmlvibrio
| S Ionglcatena
G_multlg:enus
F_Suttereizllaceae
G_Parabécteroidesf
O_Burkhci)lderiales
F Lactob:acillaceaeé
G muItlgenus :
S freterl nov_87_| 069
G Duncanlella
F_ Murlbaculaceae
F multlfa'mlly :
G_| Dorea
| S succmatlphllus nov 96_. 360
S varlablle :
G_ unclassmed Rumlnococcaceae
G Dlallster
F_ Eubacterlaceae XV
G_| Eubacterlum
G Subdohgranulum
| G Butyerlbrlo
G Roseburla
S coprostanollgenes nov_ 92 777
G LachnOsplra
S_| rumlnantlum nov 92 601
G_| Lacnoclostrldlum
G_Sporobacter :
O_muItioErder
G_Blautia
G Copro:coccus
G Clostrldlales F_1_G_2_
S_| rum|nant|um nov 94 _ 144
| F Clostrldlales F_ 1
F_Chrlstensenellac_eae
G_Christtiansenella
G_Bactergoides :
F_VeiIIonieIIaceae
G_Ruminfococcus :
F_Bacterbidaceae
G_Eubac:terium
F_Eubacferiaceae
S_prausniitzii :
G_Oscilli@)acter _
G_Faeca[ibacteriunh
S _copri :
F Lachnosplraceae XlVa_
F_ Prevotellaceae
F Rummbcoccacea:e
F Lachnesplraceae
P_| Bactermdetes
C._| Bacter‘mdla
§ O_ Bacter0|dales :
F_Oscnlosplraceaef
O_Clostrédiales .
O_Eubac:teriales
; C_Clostridia :
| | | |
-6.0 48 -3.6 —24 -1.2 0.0 12 24 3.6 4.8
LDA SCORE (log 10)



