0

20 40 60 80 100

Value

I e e

7

F7300.5113

F7300.5076
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F7300.5063

F7300.S096

F7300.S099

F7300.S060

F7300.S095

F7300.S072

F7300.S093

F7300.5080

F7300.S071
F7300.5073
F7300.S075
F7300.5062
F7300.S114
F7300.S074

Samples

F7300.S081

F7300.5107

F7300.5108

F7300.5083

F7300.S111

F7300.5067

F7300.5105

F7300.5084

F7300.S090

F7300.S098

F7300.S101

Group

@D Plague Visit 1
Plaque Visit 2
@D Plague Visit 3

Saccharibacteria_(TM7)_[G-3]
Ruminococcaceae_[G-1]
Bacteroidales_[G-2]
Tannerella
Solobacterium

Mogibacterium

Parvimonas
Gracilibacteria_(GN02)_[G-1]
Eikenella
Peptostreptococcaceae_[XI][G-9]
Selenomonas

Schaalia

Schaalia

Dialister

Lancefieldella
Atopobium_Lancefieldella
Abiotrophia

Cardiobacterium

Bergeyella

Fusobacterium
Campylobacter
Corynebacterium
Aggregatibacter

Gemella

Kingella

Parvimonas

Alloprevotella
Porphyromonas
Saccharibacteria_(TM7)_[G-5]
Leptotrichia

Selenomonas

Fusobacterium

Scardovia

Rothia

Granulicatella
Capnocytophaga
Haemophilus

Rothia

Lautropia

Neisseria

Arachnia

Peptidiphaga

Leptotrichia
Saccharibacteria_(TM7)_[G-1]
Corynebacterium

Veillonella

Prevotella

Actinomyces

Actinomyces

Streptococcus

Genus



