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Bacteroidales_[G-2] bacterium_HMT_274

Prevotella sp._HMT_820

Saccharibacteria_(TM7)_[G-3] bacterium_HMT_351_nov_92.871%
Campylobacter showae

Bacteroides zoogleoformans_nov_96.578%
Peptostreptococcus stomatis

Fusobacterium nucleatum

Streptococcus oralis_subsp._dentisani_clade_058
Campylobacter sp._HMT_044

Fretibacterium sp._HMT_360

Aggregatibacter sp._HMT_458

Capnocytophaga endodontalis

Leptotrichia hongkongensis

Leptotrichia wadei

Capnocytophaga leadbetteri

Eikenella corrodens

Prevotella sp._HMT_317

Anaeroglobus geminatus

Peptidiphaga sp._HMT_183

Selenomonas sp._HMT_137

Prevotella sp._HMT_314

Tannerella sp._HMT_286

Leptotrichia sp._HMT_392

Alloprevotella sp._HMT_473

Actinomyces naeslundii

Cardiobacterium hominis

Bergeyella sp._HMT_900

Arachnia propionica

Lachnospiraceae_[G-3] bacterium_HMT_100
Tannerella serpentiformis

Streptococcus chosunense
Absconditabacteria_(SR1)_[G-1] bacterium_HMT_345
Prevotella oulorum

Capnocytophaga sp._HMT_380

Streptococcus intermedius

Arachnia rubra

Selenomonas flueggei

Fusobacterium nucleatum_subsp._vincentii
Streptococcus sp._HMT_056

Capnocytophaga sp._HMT_864

Rothia aeria

Campylobacter gracilis

Lachnoanaerobaculum gingivalis
Saccharibacteria_(TM7)_[G-1] bacterium_HMT_957
Veillonella dispar

Prevotella saccharolytica
Saccharibacteria_(TM7)_[G-3] bacterium_HMT_351
Neisseria elongata_nov_96.374%

Filifactor alocis

Veillonella atypica

Phocaeicola abscessus

Streptococcus cristatus

Prevotella marshii

Streptococcus oralis_subsp._dentisani_clade_398
Peptostreptococcaceae_[XI][G-4] bacterium_HMT_103
Treponema maltophilum

Capnocytophaga sputigena

Catonella morbi

Streptococcus anginosus

Neisseria sicca

Neisseria subflava

Lachnospiraceae_[G-8] bacterium_HMT_500
Shuttleworthia satelles

Prevotella buccae

Ruminococcaceae_[G-2] bacterium_HMT_085
Streptococcus sp._HMT_064

Porphyromonas gingivalis

Tannerella forsythia

Parvimonas micra

Granulicatella adiacens
Gracilibacteria_(GN02)_[G-2] bacterium_HMT_873
Porphyromonas endodontalis

Aggregatibacter sp._HMT_512

Lautropia mirabilis

Haemophilus parainfluenzae

Gemella morbillorum

Lancefieldella rimae
Peptostreptococcaceae_[XI][G—-4] bacterium_HMT_369
Treponema socranskii

Selenomonas infelix

Bacteroidetes_[G-3] bacterium_HMT_280
Campylobacter rectus

Aggregatibacter segnis

Neisseria elongata

Ottowia sp._HMT_894
Peptostreptococcaceae_[XI][G-1] [Eubacterium]_infirmum
Saccharibacteria_(TM7)_[G-4] bacterium_HMT_355
Streptococcus oralis_subsp._tigurinus_clade_070
Veillonella parvula

Sphingomonas oligophenolica
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Prevotella intermedia

Neisseria flavescens

Sphingomonas jeddahensis_nov_97.447%
Neisseria sp._HMT_020

Solobacterium moorei

Streptococcus salivarius

Streptococcus mitis

Streptococcus oralis

Veillonella dispar_parvula

Wﬁfﬁﬁmm

Stenotrophomonas maltophilia
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