K _Bacteria.P_Firmicutes.C_Erysipelotrichi.O_Erysipelotrichales.F_Erysipelotrichaceae.G_Solobacteriur
0QU4F = q - -
class: Human_Microbiome_Day 0]

class: Dynamic_Day 3 LR
012 f - SRR FERRRRRRRRRR . M

0.10 - B B

0.08f o R B W

0.06 - R B W

0.04 - B BN T

Relative abundance

0.02f - B BN T

0.00



