K Bacteria.P_Firmicutes.C Clostridia.O_Clostridiales.F_Veillonellaceae.G_Veillonella.S_atypica
| class: Dynamic_Day_3_MR

Relative abundance

0.020

0.015

0.010

0.005

0.000

| class: Human_Microbiome_Day 0]




