Significantly Represented Taxa
B Human_Microbiome_Day 0 I Static_Day_3_MR

P_Firmicutes
G_Streptococcus
F_Streptococcaceae
C_Bacilli

O_| Lactobacillales

O Ery5|peletr|chales
S moorei
F_Erysipelotrichaceae
G_Solobacterium
C_Erysipelotrichi
G_Bergeyella
F_Weeksellaceae
S_zoohelcum_nov_92_673
subflava

S_sp_ str__ C300
S_flavescens

O_| Nelsserlales

F Ne|sser|aceae

G Nelssena

C Betaproteobacterla
. S_oralis
G_Porphyromonas
S_endodontalis
F_Porphyromonadaceae
S_moribillum
G_Peptostregtococcus
S:catoniae
O_Eubacteriales
S:stomatis
F_Peptostreptococcaceae
F_Staphylococcaceae
G. Gemella
O_Bacillales

S sputlgena

S _Sp__| HMT 215_ nov 97_292

S multispecies_sp§1_3
S sp_| HMT 380
| S_sp__| HMT 225
S_ adlacens
| F_ Pasteurellaceae
G_Bergeyella
S cristatéjs :
F Cardiobacteriacéae
S bacterium_HMT_EQ57
O Pastedrellales :
S valvarum
(o) Cardlqbactenale.s
F_| Bactermdales F 2_
G_Bacter‘:0|dales_cli_2_
S_sp_ Oral_Taxon_137
S sp_Or‘:aI_Taxon_:274 .
C_Absconditabacteria_ SR1_: C_1_
G_Abscohditabacteéria_SRlé_G_l_
S_bacterium_HMT_874
S_bacterium_HMT_:348 :
F_Absconditabacteria_ SR1_: F_1_
P Abscorfwditabacte:ria SR1_
o Abscondltabacterla SR1 - 01_
C Gammaproteobactena
S_| ochracea
| F_ M|crococcaceae
S_anlsus :
S_macul(é)sa
G_Rothia;
S_dentocéariosa
S_mirabiiis
G_Lautroipia
G_Dialister
S_pasteri
G_Actino.rnyces
S_artemiidis
S_sp_HMT_286
G_Tannerella
S sputlgéna
F_| Burkholderlaceae
S_oris :
G_Granuiicatella
S_mitis
F_i Carnobactenaceae
S_ Ieadbetterl
G_! Selenomonas
| S_sp__ Oral _Taxon E83
G Cardlcbactenum
O_| FIavobacterlaIes
S buccahs
G Capnocytophaga
O_Burkholderlales :
C_Flavobiacteria .
F_Flavobécteriaceée
S_sp_HI\E/IT_322 .
F_Actinor:nycetaceée
S_denticcé)la :
S_wadei
S_gingivaialis
C_Negati;\/icutes
0O_Selenomonadales
C Sacchanbactena ™7 C 1_
G_! Selenomonas
F_Seleno:monadaceéae :
0_Saccharibacteria_ TM7__ 0 1_
| P_ Saccharlbacterla . TM7_
G_! Saccharibacteria __T™M7 G 1
| O Actmomycetales
F_ Saccharlbacterla . TM7 Ff_l_
C Actlnobacterla :
S sp_| HMT 317
G Capnocytophaga
P Actlnobacterla
F_Flavobgacteriaceaie
P_Bacterbidetes :
C_Bacterioidia
F_Leptot'richiaceaez
O_Bacteréoidales :
O_Fusobécteriales
C_Fusobaémcteriia :
G_Leptot::richia
F_Prevotellaceae
G_Prevotiella

P_Fusobacteria

| |
|
| | |
|
I
1 | | |
| | !
|
1 | 1 1
- - - . i 1 I PO R I . - - P ST B T T - PR N - .. 0. .-
! |
X : | !
: |
I I | | |

i i i i
-6.0 —4.8 —-3.6 —2.4 —1.2 0.0 12 24 36 4.8
LDA SCORE (log 10)



