Relative abundance

K Bacteria.P_Fusobacteria.C_Fusobacteria.O_Fusobacteriales.F_Fusobacteriaceae

0.07

0.06

0.05

0.04

0.03

0.02

0.01

0.00

- |class: 1._Human_Microbiome_Dag/_O]

class: 2. Dynamic_Day 3 MR|




