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a: F_Absconditabacteria_
b: O_Absconditabacteria_
c: C_Absconditabacteria__
d: F_Actinomycetaceae

e: F_Micrococcaceae

f: O_Actinomycetales

g: C_Actinobacteria

h: F_Bacteroidales_ F_2_
i: F_Porphyromonadaceae
j: F_Prevotellaceae

k: F_Flavobacteriaceae

I: O_Flavobacteriales

m: C_Flavobacteria

: F_Flavobacteriaceae

: F_Weeksellaceae

: O_Flavobacteriales

: C_Flavobacteriia
F_Carnobacteriaceae
F_Peptostreptococcaces
F_Erysipelotrichaceae

: O_Erysipelotrichales

: C_Erysipelotrichi

w: F_Selenomonadaceae
x: O_Selenomonadales

y: C_Negativicutes

z: F_Leptotrichiaceae

a0: O_Fusobacteriales

al: C_Fusobacteriia

a2: F_Burkholderiaceae
a3: O_Burkholderiales

a4: F_Neisseriaceae

a5: O_Neisseriales

a6: F_Cardiobacteriaceae
a7: O_Cardiobacteriales
a8: F_Pasteurellaceae

a9: O_Pasteurellales

b0: C_Gammaproteobacte
bl: F_Saccharibacteria__T
b2: O_Saccharibacteria__T
b3: C_Saccharibacteria_T
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