
0.000

0.001

0.002

0.003

0.004

0.005

0.006

0.007

0.008

R
e
la

ti
v
e
 a

b
u
n
d
a
n
ce

class: Group_A1 class: Group_A2

K_Bacteria.P_Proteobacteria.C_Alphaproteobacteria.O_Rhodospirillales


