Relative Abundance

Top 27 species bar plot

Group H1 Group H2 Species

I

Anaerotaenia torta_nov_97.273%

Anaerotignum lactatifermentans_nov_95.270%
Bacteroidetes_G-3 multispecies_sppn2_2_nov_87.554%
Caecibacterium sporoformans_nov_95.045%
Culturomica massiliensis_nov_93.709%

Eubacterium coprostanoligenes_nov_95.485%

Kineothrix alysoides_nov_93.651%

0754 ]

Kineothrix alysoides_nov_93.682%
Kineothrix alysoides_nov_95.227%
Kineothrix alysoides_nov_97.059%
Kineothrix alysoides_nov_97.279%

Lachnoclostridium pacaense_nov_96.825%

Lachnospiraceae_G-10 bacterium_MOT-175_nov_92.174%
0.50- Lachnospiraceae_G-11 bacterium_MOT-177_nov_97.523%
Lachnospiraceae_G-11 bacterium_MOT-178
Lachnospiraceae_G-11 multispecies_sppn4_2_nov_96.847%
Lachnospiraceae_G-12 bacterium_MOT-179_nov_92.534%
Lachnospiraceae_G-14 bacterium_MOT-185_nov_92.358%
Lachnospiraceae_G-9 bacterium_MOT-174

0.25 - Lachnospiraceae_G-9 bacterium_MOT-174_nov_96.364%
Lacrimispora indolis_nov_90.724%

multigenus multispecies_sppn8_3_nov_95.011%

multigenus multispecies_sppn9_2_nov_93.002%
Muribaculaceae_G-2 bacterium_MOT-104_nov_89.462%
Other: < 3%

0.00 - - - Prevotellamassilia timonensis_nov_94.168%

Pseudoflavonifractor capillosus_nov_95.721%

Roseburia faecis_nov_97.964%
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