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Rikenellaceae

Sutterellaceae

Prevotellaceae

Odoribacteraceae

Eubacteriaceae_[XV]

multifamily

Robiginitomaculaceae

Christensenellaceae

multifamily

Gracilibacteraceae

Vallitaleaceae

Peptococcaceae

Peptococcaceae

Rhodospirillaceae

Lactobacillaceae

Clostridiales_[F-1]

Saccharibacteria_(TM7)_[F-1]

Peptostreptococcaceae_[XI]

Erysipelotrichaceae

Bacteroidetes_[F-1]

Desulfovibrionaceae

Kineosporiaceae

Eubacteriales_[F-1]

Akkermansiaceae

Prevotellaceae

Tannerellaceae

Clostridiaceae

Enterobacteriaceae

Muribaculaceae

Oscillospiraceae

Muribaculaceae

Bacteroidaceae

Lachnospiraceae

F8810.S07
F8810.S08
¢y F8810.S09
F8810.S19
F8810.S520
F8810.S21

amples

Family



