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Group
@D Group HAL
@D Group HA2
Alistipes
Turicimonas

Prevotellamassilia
Blautia

Parabacteroides
Robinsoniella
Enterobacter
Duncaniella

Muribaculum
Muribaculaceae_[G-2]
Muribaculaceae_[G-1]
Enterocloster
Oscillospiraceae_[G-4]
multigenus

multigenus
Neglectibacter
Oscillibacter

Culturomica
Eubacterium

Phocea
Saccharofermentans
Lawsonibacter
Anaerotignum
Butyricicoccus
Lachnospiraceae_[G-12]
Falcatimonas
Ruthenibacterium
multigenus
Hydrogenoanaerobacterium
Flavonifractor
Clostridium
Lachnospiraceae_[G-10]
Lachnospiraceae_[G-9]
Anaerotruncus

Mailhella
Pseudoflavonifractor
Eubacteriales_[G-1]
Mediterraneibacter
Lachnoclostridium
Oscillospiraceae_[G-2]
Lachnospiraceae_[G-14]
Lacrimispora

Kineothrix

Prevotella

Acetatifactor
Akkermansia
Lachnospiraceae_[G-11]
multigenus
Lachnospiraceae_[G-6]

Bacteroides

Genus



