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Bifidobacterium longum
Staphylococcus haemolyticus
Staphylococcus capitis_caprae_epidermidis
Streptococcus salivarius_vestibularis
Escherichia_Shigella coli_fergusonii_flexneri_sonnei
Stenotrophomonas geniculata
Enterococcus faecalis
Mediterraneibacter [Ruminococcus] gnavus
Streptococcus anginosus
Collinsella aerofaciens
Enterobacter mori
Enterobacter asburiae_cancerogenus_cloacae_hormaechei
Klebsiella oxytoca
Clostridium perfringens
Staphylococcus capitis_caprae
Phocaeicola vulgatus
Bacillus inaquosorum_spizizenii_subtilis_tequilensis
Acinetobacter baumannii
Streptococcus cristatus_downii_gwangjuense_infantis_infantis_cla ...(17 species)
Rothia mucilaginosa
Clostridium tertium
Cutibacterium acnes
Stenotrophomonas maltophilia
Serratia nematodiphila
Serratia surfactantfaciens
Bacteroides fragilis
Corynebacterium amycolatum
Actinomyces urogenitalis
Bacteroides thetaiotaomicron
Lawsonella clevelandensis
Fusobacterium nucleatum
Bifidobacterium scardovii
Parabacteroides distasonis
Staphylococcus saccharolyticus
Raoultella planticola
Streptococcus lactarius
Actinomyces oris
Faecalibacterium prausnitzii
Actinomyces massiliensis
Schaalia odontolytica
Stutzerimonas [Pseudomonas] urumqiensis
Rothia dentocariosa
Fusobacterium canifelinum_nucleatum_nucleatum_subsp._polymorphum
Staphylococcus simulans
Corynebacterium tuberculostearicum
Acinetobacter_Prolinoborus fasciculus_lwoffii
Neisseria perflava
Streptococcus parasanguinis_parasanguinis_clade_721_sp._HMT_066
Serratia marcescens
Bifidobacterium dentium
Citrobacter koseri
Mediterraneibacter [Ruminococcus] gnavus_nov_92.601%
Colibacter_Megasphaera massiliensis_sp._HMT_123
Bacteroides caccae
Winkia neuii
Bilophila wadsworthia
Bacteroides faecis
Bifidobacterium adolescentis_faecale
Bifidobacterium bifidum
Streptococcus parasanguinis_clade_411
Eggerthella lenta
Actinomyces ihuae
Veillonella sp._HMT_780
Finegoldia magna
Streptococcus cristatus_cristatus_clade_578
Phocaeicola dorei
Streptococcus sp._HMT_074
Peptoniphilaceae_[G−3] bacterium_HMT_929_nov_88.739%
Enterococcus multispecies_sppn104_2_nov_96.360%
Rothia mucilaginosa_nov_97.991%
Streptococcus cristatus_cristatus_clade_578_downii_gwangjuense_i ...(18 species)
Bacteroides stercoris
Dermabacter hominis
Enterococcus faecalis_nov_96.788%
Enterococcus faecalis_nov_89.507%
Veillonella dispar
Bifidobacterium breve
Porphyromonas pasteri
Paratractidigestivibacter faecalis
Clostridium paraputrificum
Staphylococcus argensis_pettenkoferi
Anaerococcus sp._HMT_294
Actinomyces israelii
Fusobacterium nucleatum_nucleatum_subsp._vincentii
Schaalia lingnae_[Not_Validly_Published]
Parvimonas_Peptostreptococcus Candidatus massiliensis_sp._HMT_110_sp._HMT_393
Staphylococcus hominis
Haemophilus haemolyticus_sp._HMT_036
Saccharibacteria_(TM7)_[G−6] bacterium_HMT_870
Enterobacter bugandensis
Klebsiella pneumoniae_quasipneumoniae
Prevotella bivia
Actinomyces naeslundii
Corynebacterium pilbarense
Streptococcus sanguinis
Corynebacterium kroppenstedtii
Pantoea conspicua
Peptostreptococcus stomatis
Granulicatella adiacens
Prevotella melaninogenica
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Value
Group2

Baby Stool Preterm (B−) T0
Baby Stool On−term (B−) T0


