G_Streptococcus
F_Streptococcaceae
O_Lactobacillales
P_Actinobacteria
F_Micrococcaceae
G_Rothia
O_Micrococcales
S_mucilaginosa
C_Actinomycetia
S_sp_ HMT_074
F_Actinomycetaceae
O_Actinomycetales
G_Schaalia
_parasanguinis_clade_411
G_Granulicatella
F_Carnobacteriaceae
S_adiacens
C_Clostridia
O_Clostridiales
S_atypica_nov_96_137
S_multispecies_spp39_3
S_sanguinis
S_sp_ HMT_172
P_Bacteroidetes
S_odontolytica
S_multispecies_spp149_2
C_Bacteroidia
O_Bacteroidales
F_multifamily
G_multigenus
S_multispecies_spp41_2
S_sp__ HMT_180
ptostreptococcaceae_ XI_
S_multispecies_spp155_2
G_Actinomyces
F_Actinomycetaceae
O_Negativicutes
F_Veillonellaceae
G_Veillonella
S_multispecies_spp121_3
S_multispecies_sppl16_18
S_stomatis
G_Peptostreptococcus
F_Lachnospiraceae_ XIV_
G_Porphyromonas
F_Porphyromonadaceae
G_Haemophilus
O_Pasteurellales
F_Pasteurellaceae
S_dispar
S_pasteri
P_Saccharibacteria_ TM7_
“haribacteria_ TM7__ C_1_
haribacteria_ TM7__ O_1_
S_parainfluenzae
charibacteria_ TM7___F_1_
S_defectiva
F_Aerococcaceae
G_Abiotrophia
C_Betaproteobacteria
s_sppnl43_2_nov_97_849
S_moorei
O_Erysipelotrichales
F_Erysipelotrichaceae
G_Solobacterium
C_Erysipelotrichia
F_Prevotellaceae
G_Prevotella
G_Oribacterium
S_melaninogenica
S_graevenitzii
S_bacterium_HMT_352
haribacteria_ TM7__ G_1_
S_sinus
ie__ Not_Validly_Published_
S_dentocariosa
S_multispecies_spp56_4
S_oris
S_multispecies_spp33_2
S_sanguinis
F_Neisseriaceae
O_Neisseriales
G_Neisseria
S_sp_ HMT_169
s_sppnl04_2_nov_96_360
S_mirabilis
F_Burkholderiaceae
G_Lautropia
O_Burkholderiales
_sppnl71_17 nov_94 658
S_aeria
haribacteria_ TM7__ G_3_
S_bacterium_HMT 351
S_sp_ HMT_056
F_Ruminococcaceae
C_Flavobacteriia
F_Flavobacteriaceae
O_Flavobacteriales
S_durum
S_multispecies_spp8_2
S_sp_ HMT_097
G_Stomatobaculum
G_Parvimonas
S_micra
S_multispecies_spp90_2
G_Lachnoanaerobaculum
F_Peptoniphilaceae
G_Capnocytophaga
S_periodonticum
S__Eubacterium__brachy
reptococcaceae_ XI_G_9_
S_sputigena
S_rogosae
S_atypica
S_morbillorum
s_sppnl1l09_2_nov_87_419
S_parvum
reptococcaceae_ XI_G_1_
S__Eubacterium__sulci
nditabacteria_ SR1__F_1_
ditabacteria_ SR1___O_1_
ditabacteria_ SR1___G_1_
Absconditabacteria_ SR1_
ditabacteria_ SR1___C_1_
S_bacterium_HMT_875
;_Ruminococcaceae_ G_2_
S_bacterium_HMT_085
,_Ruminococcaceae_ G_1_
S_bacterium_HMT_075
S_leadbetteri
reptococcaceae_ XI__G_6_
5__Eubacterium__nodatum
S_endodontalis
S_flavescens
S_odontolyticus
O_Fusobacteriales
F_Leptotrichiaceae
C_Fusobacteriia
G_Leptotrichia
S sp_ HMT 215
S_peroris
S_naeslundii
S_bacterium_HMT_870
haribacteria_ TM7__ G_6_
C_Bacilli
O_Bacillales
P_Firmicutes
G_Staphylococcus
F_Staphylococcaceae
S_multispecies_sppl7_17
S_hominis
G_Gemella
F_Gemellaceae
S_haemolysans
S_haemolyticus
_sppnl84_17_nov_97_634
G_Lactobacillus
F_Lactobacillaceae
haemolysans_nov_94_030
S_multispecies_spp83_2
haemolysans_nov_97_425
O_Enterobacterales
F_Enterobacteriaceae
C_Actinobacteria
S_multispecies_sppl142_3
S_longum
S_multispecies_sppl165_4
G_multigenus
S_faecalis
G_Enterococcus
F_Enterococcaceae
C_Coriobacteriia
O_Coriobacteriales
G_Collinsella
F_Coriobacteriaceae
S_aerofaciens
O_Eubacteriales
G_Enterobacter
F_Xanthomonadaceae
O_Xanthomonadales
G_Stenotrophomonas
F_Pseudomonadaceae
O_Pseudomonadales
G_Stutzerimonas
>seudomonas_urumgiensis
S_geniculata
S_breve
S_multispecies_spp148 4
F_Clostridiaceae
G_Clostridium
F_Bacteroidaceae
G_Bacteroides
P_Bacteroidota
F_Bacillaceae
S_multispecies_spp182_4
G_Bacillus
S_multispecies_spp141_2
F_Bacteroidaceae
G_Phocaeicola
O_Bacteroidales
C_Bacteroidia
S _vulgatus
F_Moraxellaceae
G_Acinetobacter
O_Moraxellales
S_baumannii
S_faecalis_nov_96_788
S_faecalis_nov_89 507
G_Parabacteroides
S_distasonis
F_Tannerellaceae
S_thetaiotaomicron
S_stercoris
S_tuberculostearicum
C _Tissierellia
F_Peptoniphilaceae

O_Tissierellales
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