SP69 Porphyromonas gingivalis (0.00%|0%]|0%)

o L] °

SP76 Fusobacterium nucleatum (0%]0.00%|0%)

° ° °

SP109 Clostridium novyi (0.00%|0%|0%)

o o °

SP71 Anaerosalibacter bizertensis (0.00%|0%|0%)

L] ° L]

SP8 lhubacter sp._strain_[D2-1X-10] (0%]0%]0.00%)

° ° °

SP58 Lachnoclostridium sp._strain_[1XD42-54] (0%]0.00%]|0%)
* ° ° SP28 Mordavella sp._strain_[D2-1X-71] (0%]0.00%|0.00%)

SP6 Faecalibaculum rodentium (0.25%]|0.08%]|0.27%)

o ° °

SP22 Solobacterium moorei (0%|0%]|0.00%)
SP42 Parageobacillus toebii (0.00%]0.00%]|0%)

L] ° L]

SP95 Gemella haemolysans (0%]0.00%|0%)
SP60 Kurthia gibsonii (0%]0.00%|0%)

° ° °

o o °

SP61 Staphylococcus vitulinus (0%]0.00%|0%)

° ° o

SP5 Staphylococcus sciuri (1.02%]0.48%|0.90%)

* ° ¢ SP86 Staphylococcus haemolyticus (0%]0%]|0.00%)
* ° ° SP37 Staphylococcus hominis (0.00%|0%|0.00%)
* ° ° SP77 Staphylococcus arlettae (0%]0.00%|0%)

| SP36 Staphylococcus saprophyticus (0.00%|0%|0%)

SP24 Staphylococcus xylosus (0.04%|0.00%]|0.00%)
I: * ° ¢ SP97 Enterococcus faecalis (0%]0.00%|0%)
* ° ¢ SP82 Tetragenococcus halophilus (0%]0.00%]|0%)
® @ ® SP1 Streptococcus mitis (12.23%]11.74%]|11.28%)

SP59 Streptococcus oralis (0%]0.00%|0.00%)
~ SP2 Streptococcus danieliae (85.59%|87.14%]|86.80%)

SP87 Streptococcus thermophilus (0.00%]0.00%|0.00%)

SP3 Lactobacillus murinus (0.47%]|0%|0%)

°

SP10 Lactobacillus animalis (0.01%|0%|0%)

SP54 Weissella confusa (0%]0.00%|0%)

o °

SP106 Lactobacillus malefermentans (0.00%|0%|0%)

o ° °

SP64 Lactobacillus reuteri (0.00%|0%|0%)
[ * ¢ ¢ SP33 Lactobacillus johnsonii (0%]0.00%]|0.00%)

L] °

SP32 Lactobacillus taiwanensis (0.01%]|0.01%]0.01%)

o ° °

SP105 Sphingomonas sanguinis (0.00%|0%|0%)

SP104 Azospirillum humicireducens (0%]0.00%|0%)

| * ° ° SP57 Methylobacterium suomiense (0.00%|0%|0%)
. SP89 Methylobacterium extorquens (0.00%|0%|0%)

SP114 Aurantimonas phyllosphaerae (0%|0.00%]|0%)
* ° ° SP85 Neorhizobium galegae (0%|0.00%|0%)
‘IE * ° °* SP62 Brucella vulpis (0.00%]|0%]|0%)

SP70 Mesorhizobium septentrionale (0.00%|0.00%|0%)

SP91 Parasutterella excrementihominis (0%]0.00%]|0.00%)

o ° °

SP38 Aquabacterium citratiphilum (0%]|0.00%|0%)

SP51 Pseudomonas aeruginosa (0.00%|0%]0.00%)

|— SP100 Pantoea dispersa (0%]0.00%]|0%)
|_|_— * ° °* SP52 Enterobacter soli (0.00%|0%]|0%)

o L] °

|| SP50 Enterobacter tabaci (0.00%|0%|0%)

SP55 Moraxella osloensis (0.00%|0%|0%)

° °

SP110 Acinetobacter variabilis (0%]0.00%|0%)

L] °

SP23 Acinetobacter Iwoffii (0.00%|0%]|0%)

o °

SP111 Acinetobacter nosocomialis (0.00%]|0%|0%)

° °

SP72 Acinetobacter baumannii (0%]0%]|0.00%)

SP25 Acinetobacter bereziniae (0.05%|0%]|0%)

L] ° o

SP99 Acinetobacter junii (0%]0%]|0.00%)
SP30 Hydrogenibacillus schlegelii (0%]|0.00%|0%)

° ° °

o o °

SP18 Akkermansia muciniphila (0.00%]|0.00%]|0.00%)

o o °

SP31 Deinococcus wulumugiensis (0.00%|0%|0.00%)

* ° ¢ SP78 Deinococcus geothermalis (0%]0.00%]|0%)
— * ° ° SP29 Enterorhabdus caecimuris (0%]0.00%|0%)
* ° * SP35 Bifidobacterium pseudolongum (0.02%|0.00%|0.01%)

SP53 Actinomyces radicidentis (0%]|0.00%|0%)
SP73 Quadrisphaera granulorum (0%]0.00%]|0%)

SP94 Streptomyces scopuliridis (0.00%|0%]|0%)

° ° °

SP19 Curtobacterium herbarum (0%]0.00%]|0.00%)

o ° °

SP96 Micrococcus endophyticus (0.00%|0%]|0%)
SP34 Kocuria palustris (0%|0%]0.02%)

SP79 Rothia mucilaginosa (0.00%]0%]0.00%)
SP7 Rothia nasimurium (0.12%|0%|0%)

SP9 Cutibacterium acnes (0.00%|0.00%]0.00%)

°

SP56 Mycobacterium mucogenicum (0.00%|0%|0%)

SP44 Mycobacterium immunogenum (0.01%|0%]|0%)
SP65 Corynebacterium kroppenstedtii (0.00%|0%]|0%)
SP81 Corynebacterium jeikeium (0.00%|0%]|0%)

* ° ° SP4 Corynebacterium mastitidis (0.15%|0.54%|0.70%)
® Sham_2X * ° ° SP98 Corynebacterium sundsvallense (0.00%|0%|0%)
() S.Mitis_1X * * ¢ SP80 Corynebacterium tuberculostearicum (0.00%|0%]|0%)
() S.Mitis_2X * ° ° SP90 Corynebacterium aurimucosum (0.00%|0%|0%)
substitutions/site
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