eria.P_Proteobacteria.C_Epsilonproteobacteria.O_Campylobacterales.F_Campylobacteraceae.G_Camp\

class: AMD] class: Control_plate]
0.06 o e e

300 B N ...

30 U EH T B e,

10 ] Y Y B

T N"™SNSYS BB 6 W=

Relative abundance

N B 0B K e e

0.00 .




