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a: F_Atopobiaceae

b: F_Bacteroidetes_ F_1_
c: O_Bacteroidetes_ O_1_
d: C_Bacteroidetes_ C_1_
e: F_Bacteroidales_ F 2_
f: F_Porphyromonadaceae
g: F_Prevotellaceae

h: O_Bacteroidales

i: C_Bacteroidia

j: F_Flavobacteriaceae

k: O_Flavobacteriales

I: C_Flavobacteriia

m: F_Anaerolineaceae

n: O_Anaerolineales

o: C_Anaerolineae

p: F_Carnobacteriaceae
q: F_Streptococcaceae

r: O_Lactobacillales

s: C_Bacilli

t: F_Clostridiales_ F_1_
u: F_Eubacteriaceae_ XV_
v: F_Ruminococcaceae
w: F_Mycoplasmataceae
x: O_Mycoplasmatales

y: C_Mollicutes

z: F_Veillonellaceae

a0: O_Selenomonadales
al: C_Negativicutes

a2: F_Leptotrichiaceae
a3: F_Burkholderiaceae
a4: O_Burkholderiales
a5: C_Deltaproteobacteria
a6: F_Cardiobacteriaceae
a7: O_Cardiobacteriales
a8:F TM7_F 1_

a9: F_TM7_F_2_

b0: O_TM7_0_1_

bl: C_TM7_C 1_

b2: F_Spirochaetaceae
b3: O_Spirochaetales

b4: C_Spirochaetia

b5: F_Synergistaceae

b6: O_Synergistales



