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HAKU.02057.04
HAKU.05094.01
HAKU.06266.01
HAKU.06601.03
HAKU.07102.01
HAKU.08146.01
HAKU.10302.01
HAKU.12368.01
HAKU.13254.02
HAKU.14131.01
HAKU.14257.05
HAKU.15133.08
HAKU.16255.01
HAKU.17251.01
HAKU.17364.01
HAKU.18078.01
HAKU.22022.01
HAKU.23313.04
HAKU.25284.02
HAKU.04287.03
HAKU.06641.01
HAKU.07031.01
HAKU.12368.03
HAKU.13051.01
HAKU.13254.01
HAKU.15133.01
HAKU.16255.02
HAKU.17022.02
HAKU.17043.03
HAKU.17164.06
HAKU.19122.01
HAKU.19356.05
HAKU.21309.01
HAKU.22968.06

Samples

HAKU.25705.02

GROUP_SHED

@D NON-SHEDDER
@D SHEDDER

Gemellaceae
Fusobacteriaceae
Veillonellaceae
Micrococcaceae
Peptococcaceae
Bacteroidaceae
Enterobacteriaceae
Peptostreptococcaceae
Desulfobulbaceae
Eggerthellaceae
Erysipelotrichaceae
Mycoplasmataceae
Prevotellaceae
Cardiobacteriaceae
Peptostreptococcaceae_Peptostreptococcaceae_[XI]
Bacteroidetes_[F-1]
Synergistaceae
Bacteroidales_[F-2]
Ruminococcaceae
Peptoniphilaceae_Peptostreptococcaceae_[XI]
Peptoniphilaceae
Erysipelotrichaceae
Coriobacteriaceae
Lactobacillaceae

Poaceae
Absconditabacteria_(SR1)_[F-1]
Campylobacteraceae
Selenomonadaceae
Treponemataceae
Bifidobacteriaceae
Flavobacteriaceae
Corynebacteriaceae
Moraxellaceae
Actinomycetaceae
Aerococcaceae
Atopobiaceae_Coriobacteriaceae
Lachnospiraceae
Actinomycetaceae
Veillonellaceae
Lachnospiraceae_[XIV]
Peptostreptococcaceae_[XI]
Porphyromonadaceae
Burkholderiaceae
Carnobacteriaceae
Neisseriaceae
Pasteurellaceae
Prevotellaceae
Leptotrichiaceae

Pinaceae

Streptococcaceae

Family



