°  SP85 Campylobacter concisus (0.01%|0.01%]0.02%]0.01%|0%]|0.74%]|0%|0%)

e e ° e SP152 Enterobacter sp. str. HCB (0%|0%]|0%|0%]|0.03%]0%]0.05%|0%)
° o ¢ o o SP17 Haemophilus sputorum (0.06%]|0.03%]|0.03%|0.00%|0.03%|0.53%]0.01%]0.06%)
° o @ ° ° SpP24 Haemophilus parainfluenzae (0.09%0.05%0.07%]|0.03%]0.04%]5.78%]|0.02%|0.07%)
o e ¢ o o GP158 Lautropia mirabilis (0.00%|0.00%]|0.01%]0.00%]0.00%]0.75%]0.00%|0.01%)
° @ ° ° SP44 Neisseria flavescens|subflava (0.30%]0.30%]|0.28%|0.03%]0.46%|9.29%|0.29%|0.36%)
° * ° ° SP219 Neisseria mucosa (0.02%|0.01%]0.01%]0%]0.01%|0.23%]|0.01%]0.01%)

[ e o o o o @ o o GP]2 Fusobacterium periodonticum (0.01%]|0.01%]0.01%|0.01%]|0.00%]3.59%]|C

° ¢ o o ¢ o o GSP]102 Fusobacterium nucleatum_subsp._polymorphum (0.00%|0%|0.03%|0.00

—— °* ° ° ° ¢ ¢ o o GP] |eptotrichia sp._oral taxon 221 (0.03%]|0.03%|0.01%|0.01%]|0.00%]0.79%

e o o o o @ o o GP4Q Leptotrichia sp. oral _taxon 417 (0%]|0%]0.00%|0.00%]|0.00%]2.12%
e o o o o e o o GPpg] Leptotrichia sp._oral_taxon_215 (0.01%|0%]|0%|0%]|0.00%]0.96%]0.!
— °* ° ° ° ° ° ° ° S5P138 Capnocytophaga gingivalis (0%|0%|0%]|0%]|0%]|0.34%|0%|0%)

_E e o o o e o o o GP126 Capnocytophaga leadbetteri (0%]|0%|0%|0%]0.00%|0.48%]|0.0
e o o o o o o o GP145 Capnocytophaga sputigena (0%]0%]|0%|0%|0.00%]|0.31%]0.0C
e e o o o @ ° ° SP18 Porphyromonas sp. oral_taxon 279 (0.05%|0.04%]|0.04%|0.01%

I: e o o o o o o o GP78 Alloprevotella sp. oral taxon 473 (0%|0%]|0.00%]|0.00%|
e e o o o o o o Gp73 Alloprevotella sp._oral_taxon_308 (0%|0%|0.00%|0.00%|
e e ¢ o o o o o SP106 Prevotella shahii (0%]0%|0.00%|0.00%|0%|0.31%|0.0
e o o o e e o o GP59 Prevotella nanceiensis (0.01%|0%]0.01%|0.01%|0.0
* o ¢ o o @ o o Gp4a5 Prevotella pallens (0%]0.00%|0.01%|0.00%|0.00%
* o o o o e o o GPOg Prevotella salivae (0.01%|0%]0.04%|0.03%]|0.00¢
e o o o o o o o GP]103 Prevotella scopos (0.00%]|0%]0.25%|0.03%]|0.009
e ¢ o o o o o o GpP]127 Prevotella denticola (0%]0%]0.05%]0.03%|0
e ¢ o o o @ ° o SpP58 Prevotella melaninogenica (0.01%|0.02%|1.01%]|0
* o o o o e o o GP79 Prevotella sp. oral taxon 314 (0%|0%]0.24%|0.03
® o ¢ o o e o o GP]1] Prevotella sp._oral_taxon_313 (0.01%]|0.00%]|0.7C
e o o o e o o o SP82 Prevotella sp._oral_taxon_306 (0.00%|0%]|0.08%
e o o o e o o o GSP]6 Prevotella histicola (0%]|0%]|0.06%]0.02%]|0.00%
e o o o o e o o GSP2Q Peptostreptococcus stomatis (0%|0%|0%]|0.01%]|0%]|0.44%|0.00%|0.00%)
* o o o o e o o GPIQ01 Mogibacterium diversum (0%|0.00%|0.00%|0.02%]|0.00%]|0.42%|0.00%|
e o o o o o o o SPBK Stomatobaculum sp. oral taxon 097 (0%|0%]|0.03%]|0.01%|0%|0.38%]|0.00
* o ¢ o o e o o SP97 Oribacterium sinus (0.00%|0%|0%]|0.00%]0%|0.80%|0%]|0%)
e o o o ¢ o o SPEO Lachnospiraceae [G-2] sp._oral_taxon_096 (0%]|0%]0%|0%|0%]|0.43%|0%]|0%)
e o o o o o o o SP94|achnoanaerobaculum umeaense (0%|0%|0.00%]|0.00%]|0%|0.36%|0%]|0%)
* o ¢ o o o o o GpP]173 Lachnoanaerobaculum orale (0.00%|0%]|0%|0%|0.00%|0.27%|0%]|0%)

© + s o =« o o SP2G Atopobium parvulum (0.01%]|0.01%|0.43%|0.14%]|0.00%|0.80%|0.01%]

° ¢ ° ° SP129 Rothia aeria (0.00%|0.00%|0%]|0%]|0.00%0.40%]|0.00%|0.01%)
* ° ° SP136 Rothia dentocariosa (0%]|0.01%|0%|0%|0.00%]0.19%|0.00%]0.01%)
e o o o o e o o GPA8 Actinomyces graevenitzii (0.00%|0.01%|0%]0.00%|0.00%]|1.70%]0

[ e o o o o @ o o GP]5 Rothia mucilaginosa (0.50%|0.81%|0.32%]0.03%]1.32%|4.07%|1.12%]0.

e o o o o o o GPGE Actinomyces odontolyticus (0.00%]0.03%|0.05%]|0.01%|0.00%|1.55'

l ° o o o o @ o o GP35Actinomyces sp._oral_taxon_180 (0.01%]|0.01%|0.01%|0.00%|0.01%
* o o o o o o o GPG7 Actinomyces sp. oral taxon 172 (0%|0%]|0.00%]|0%|0%]|0.29%]|0%|C

[ ° ° ®° ° @ o 5pP27 Veillonella parvula_group (0.19%|0.05%|2.32%|1.45%]0.01%]3.80%0.03%
L

« «@o - o < o SPY Veillonella atypica (1.20%]0%|27.84%|4.31%|0.00%|1.31%|0.00%|0.01%)

{ L] ° o
o o ° o o L] o ]

* o o o o o o o GP70 Solobacterium moorei (0%]0%|0.01%]|0.00%]|0.00%|0.26%|0.00%|0%)

e o o o o o o o 5p83 Gemella haemolysans (0.07%]|0.09%]|0.06%)|0.01%]|0.03%|0.25%]0.029
‘I: e o o o s o o o 5P100 Gemella sanguinis (0.06%|0.11%|0.05%|0.01%|0.03%)|0.79%]|0.02%|

e e o o e o o Sp4Gemella morbillorum (0.03%]0.02%]0.02%]0%]0.00%]|0.22%]0.00%]0.(
IR OK O ° SP10 Staphylococcus aureus (1.21%]|0.51%]|0.21%|0.01%|29.44%]0.02%|48.91%
e o e o o GP38 Staphylococcus hominis (0%]|0%|0%]|0.07%|0.40%|0%]|0%|0%)
SP77 Staphylococcus lugdunensis (0.54%|0%]|0%|0%]|0%|0%|0%]|0%)
oo 0(}:} « OO sP8 staphylococcus epidermidis (40.12%|26.71%|7.20%|77.15%|45.46%]|0.02%|
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e o o o o ¢ o o G5P3] Staphylococcus caprae (0.01%|0%]|0%|0.02%]|0.03%|0%|1.78%|0.00%)

—— ©® @ ¢ o o e o o GP]9|actobacillus rhamnosus (4.54%|7.27%|0.24%|1.79%|1.32%]0%|0.32
® © o o o o o O GP22 Lactobacillus gasseri (4.36%|2.54%|0.83%0.06%|0.20%|0%]0.1¢
‘ — @ @® @ o o - o O SP6 Lactobacillus fermentum (12.77%|12.41%|6.49%|2.67%|1.21%|0%
e o o o o o o o Gp23|actobacillus vaginalis (0.20%|0.37%]|0.07%]0.00%]|0.01%]|0%|0%
e o o o e o o o GSP56 Enterococcus faecalis (0%]0.01%|0.10%|0%]0.09%|0%|0.08%|0%)
* o o o o e o o GPO5 Enterococcus durans (0%]0%|0.11%|0%]|0.00%|0%]|0.15%]|0.53%)
— * ° ¢ o o ¢ o o GP140 Streptococcus gordonii (0.03%|0.03%|0.03%0.00%]0.01%]|0.09%|
- * ¢ ¢ ° o e o o GP47 Streptococcus cristatus (0.38%|0.42%]|0.26%]|0.05%]0.14%]0.59%|(

E’ e o o o e o o GP54 Granulicatella adiacens (0.40%]0.40%]|0.24%|0.04%|0.21%]|1.80%]|0.30%]0.

° ° SP37 Streptococcus anginosus (0.00%|0.03%|1.66%|0.04%]|0.01%]0.

* ° ° SP5 Streptococcus vestibularis (1.01%]0.94%]|1.12%]2.13%]|1.10%]0.1!
”O Oe OO SP3 Streptococcus salivarius (22.11%|35.98%|39.62%|8.22%|14.93%|{
- * ° ° ° o e o o GP33 Streptococcus sanguinis (0.14%|0.14%]|0.10%]0.03%]0.05%|0.81%
ﬁ e o o o o o o o GP4] Streptococcus sp. oral_taxon_057 (0.03%]|0.03%|0.02%|0.01%]|0.(
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°
°
°
°
o °
°
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°
°

¢ © o o o @ o O SP2 Streptococcus parasanguinis_Il (1.78%]|2.90%|2.71%|0.44%|1.22%

* ° o o o e o o GP34 Streptococcus parasanguinis_| (0.39%|0.47%|0.31%]0.06%]0.169

e o o o o e o o Gp2] Streptococcus australis (0.39%|0.67%]|0.44%]0.11%]|0.24%]|1.29%

* ° e o o e o o GP39 Streptococcus sp._oral_taxon_066 (0.19%|0.25%|0.21%|0.04%]0.(

T * ° ° ° o e o o GP57 Streptococcus sp. oral taxon 074 (0.09%|0.16%]0.06%|0.01%|0
e o o o o o o o GP4Q Streptococcus sp._oral_taxon_ 061 (0.03%]|0.08%]|0.05%|0.00%|0
e ° o o o e o o SPR2 Streptococcus oralis (0.01%]0.04%|0.04%|0.00%]0.01%]|0.12%](
e o o o o @ o o SpP28 Streptococcus infantis (0.92%]0.96%|0.61%|0.09%]|0.31%]2.559
SP13 Streptococcus sp._oral_taxon_431 (1.74%|1.64%]|0.72%|0.11%|(
® o ¢ o o o o o GP32 Streptococcus mitis (1.80%|1.58%]|0.67%]|0.08%|0.36%]|1.40%|(
e o o o o o o o GP7 Streptococcus sp. oral taxon 064 (0.44%|0.54%]|0.19%]0.02%|0
® ° o o o o o o GP36 Streptococcus sp. oral_taxon_ 423 (0.19%|0.16%|0.11%|0.01%|
* o e o o e o o GP5] Streptococcus dentisani (0.60%]|0.38%]0.19%|0.03%]|0.11%]0.6
e o o o o e o o GPY9? Streptococcus sp. oral taxon 058 (0.59%]|0.46%|0.26%|0.05%|
* o o o o e o o GP]14 Streptococcus tigurinus (0.07%|0.08%|0.59%0.03%]0.02%]0.0
e o o o e o o o SP@R5 Streptococcus sp._oral_taxon_070 (0.01%]0.03%|0.14%|0.01%
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