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Akkermansia muciniphila

Duncaniella freteri_nov_88.598%

Sutterella sp._str._cont1.66

Blautia hominis

Blautia hominis_nov_97.773%

Anaeromassilibacillus senegalensis_nov_92.460%
Parasutterella excrementihominis

Bifidobacterium pseudolongum

Romboutsia timonensis

Eisenbergiella massiliensis_nov_90.734%

Duncaniella freteri_nov_93.774%

Butyricicoccus pullicaecorum_nov_85.934%

Hathewaya proteolytica_nov_84.569%

Kineothrix alysoides_nov_91.633%

Oscillibacter valericigenes_nov_90.996%

Blautia marasmi_nov_90.680%

Duncaniella freteri_nov_85.958%

Ruminococcaceae_[G-2] bacterium_HMT_085_nov_90.389%
Eubacterium coprostanoligenes_nov_91.511%
Lacrimispora xylanolytica_nov_91.245%

Lacrimispora xylanolytica_nov_91.406%

Phocea massiliensis_nov_90.060%

Pseudoflavonifractor phocaeensis_nov_90.211%

Kineothrix alysoides_nov_91.451%

Oscillibacter valericigenes_nov_91.939%

Anaeroplasma abactoclasticum_nov_87.352%
Lacnoclostridium sp._str._M62/1_nov_91.085%
Duncaniella freteri_nov_94.162%

Eisenbergiella massiliensis_nov_87.218%

Anaerocolumna cellulosilytica_nov_90.116%

Turicibacter sanguinis_nov_95.635%

Oscillibacter valericigenes_nov_90.613%

Eisenbergiella massiliensis_nov_90.421%

Ruminococcus champanellensis_nov_92.262%
Bacteroides capillosus_nov_90.076%

Sporobacter termitidis_nov_83.168%
Clostridiales_[F-1][G-1] bacterium_HMT_093_nov_84.298%
Oscillibacter valericigenes_nov_94.402%
unclassified_Ruminococcaceae sp._str._D16_nov_95.769%
Duncaniella freteri_nov_93.220%
unclassified_Ruminococcaceae sp._str._D16_nov_92.115%
Kineothrix alysoides_nov_88.654%

Acetivibrio cellulolyticus_nov_83.851%

Acetivibrio cellulolyticus_nov_83.090%

Eisenbergiella massiliensis_nov_86.346%
Ruminiclostridium cellulolyticum_nov_82.704%
Oscillibacter valericigenes_nov_92.278%

Eisenbergiella massiliensis_nov_90.684%
Hydrogenoanaerobacterium saccharovorans_nov_89.942%
Anaerotignum aminivorans_nov_92.184%

Kineothrix alysoides_nov_87.129%

Oscillibacter valericigenes_nov_93.642%

Lacnoclostridium sp._str._L2_50_nov_87.968%
Duncaniella freteri_nov_90.512%

Oscillibacter valericigenes_nov_94.981%

Leifsonia kafniensis_nov_84.158%

Kineothrix alysoides_nov_91.473%
unclassified_Ruminococcaceae sp._str._D16_nov_93.077%
Hydrogenoanaerobacterium saccharovorans_nov_89.942%
Lachnoclostridium [Clostridium] polysaccharolyticum_nov_93.243%
Oscillibacter valericigenes_nov_94.175%

Duncaniella freteri_nov_88.476%

Acetivibrio cellulolyticus_nov_85.921%

Oscillibacter valericigenes_nov_94.027%

Oscillibacter valericigenes_nov_93.822%

Oscillibacter valericigenes_nov_90.751%

Kineothrix alysoides_nov_91.211%

Eisenbergiella massiliensis_nov_88.636%

Eisenbergiella massiliensis_nov_91.262%

Oscillibacter valericigenes_nov_91.954%

Lacnoclostridium bolteae_nov_91.683%

Ruminiclostridium cellulolyticum_nov_84.158%

Roseburia inulinivorans_nov_87.925%

Eisenbergiella massiliensis_nov_89.126%
Ruminococcaceae_[G-2] bacterium_HMT_085_nov_88.115%
Eisenbergiella massiliensis_nov_85.389%

Species

Kineothrix alysoides_nov_92.636%

Oscillibacter valericigenes_nov_93.295%
Ruminococcaceae_[G-2] bacterium_HMT_085_nov_91.057%
Faecalimonas umbilicata_nov_94.798%
Christensenella massiliensis_nov_84.571%
Oscillibacter valericigenes_nov_93.605%
Mobilitalea sibirica_nov_87.795%

Phocea massiliensis_nov_90.297%

Romboutsia timonensis_nov_97.951%
Lactobacillus amylovorus_nov_86.364%
Eisenbergiella massiliensis_nov_88.123%
Pseudoflavonifractor phocaeensis_nov_86.122%
Kineothrix alysoides_nov_91.054%
Marvinbryantia formatexigens_nov_91.942%
Oscillibacter valericigenes_nov_92.308%
Ruminiclostridium cellulolyticum_nov_83.300%
unclassified_Ruminococcaceae sp._str._D16_nov_96.132%
Sporobacter termitidis_nov_87.897%

Butyrivibrio proteoclasticus_nov_85.714%
Tyzzerella [Clostridium] colinum_nov_88.655%
Lacnoclostridium bolteae_nov_95.146%
Anaerostipes sp._str._3256FAA_nov_96.899%
Duncaniella freteri_nov_93.208%

Bacteroides thetaiotaomicron

F6430.S10
F6430.S14
¢y F6430.S18
F6430.S12
F6430.S16
F6430.520
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