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Streptococcus thoraltensis
Lactobacillus murinus
Bacteroides thetaiotaomicron
Akkermansia muciniphila
Bacteroidetes_[G−7] bacterium_HMT_911_nov_85.352%
Bacteroidetes_[G−7] bacterium_HMT_911_nov_85.910%
Bacteroidetes_[G−7] bacterium_HMT_911_nov_85.127%
Sutterella sp._str._cont1.66
Escherichia,Shigella coli,flexneri,sonnei
Alistipes senegalensis_nov_93.846%
Bacteroidetes_[G−7] bacterium_HMT_911_nov_87.476%
Bacteroidetes_[G−7] bacterium_HMT_911_nov_85.742%
Alistipes finegoldii_nov_93.690%
Eubacterium xylanophilum_nov_90.093%
Acetivibrio cellulolyticus_nov_84.058%
Bacteroidetes_[G−7] bacterium_HMT_911_nov_86.133%
Faecalibaculum rodentium
Ruminococcaceae_[G−2] bacterium_HMT_085_nov_89.837%
Barnesiella viscericola_nov_83.364%
Faecalicatena orotica_nov_92.773%
Eisenbergiella massiliensis_nov_89.734%
Desulfovibrio sp._HMT_040_nov_96.680%
Blautia producta_nov_94.574%
Hydrogenoanaerobacterium saccharovorans_nov_89.341%
multigenus multispecies_sppn9_2_nov_92.621%
Intestinimonas butyriciproducens_nov_94.790%
Clostridium glycyrrhizinilyticum
Agathobaculum desmolans_nov_91.794%
Pseudoflavonifractor phocaeensis_nov_92.486%
multigenus multispecies_sppn12_2_nov_83.366%
unclassified_Ruminococcaceae sp._str._D16_nov_92.692%
Alistipes finegoldii_nov_92.600%
Bacteroidetes_[G−7] bacterium_HMT_911_nov_87.184%
Ruminococcaceae_[G−2] bacterium_HMT_085_nov_91.411%
Anaerotruncus rubiinfantis_nov_80.705%
Bacteroidetes_[G−7] bacterium_HMT_911_nov_78.835%
Bacteroidetes_[G−7] bacterium_HMT_911_nov_84.942%
Parasutterella excrementihominis
Staphylococcus cohnii
Ihubacter massiliensis_nov_90.751%
Faecalibaculum rodentium_nov_84.952%
Eubacterium siraeum_nov_91.849%
Neglecta timonensis_nov_95.472%
Ruminiclostridium cellulolyticum_nov_82.505%
Eubacterium ventriosum_nov_93.217%
Christensenella massiliensis_nov_82.150%
Oscillibacter valericigenes_nov_93.798%
Ruminococcaceae_[G−2] bacterium_HMT_085_nov_85.657%
Agathobaculum desmolans_nov_91.845%
Saccharibacteria_(TM7)_[G−3] bacterium_HMT_351_nov_94.004%

Samples


