Significantly Represented Taxa
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a: F_Propionibacteriaceae
b: O_Actinomycetales

c: F_Propionibacteriaceae
d: O_Propionibacteriales
e: C_Actinobacteria

f: F_Bacteroidetes_ F_1_
g: O_Bacteroidetes_ O_1_
h: C_Bacteroidetes_ C_1_
i: F_Barnesiellaceae

j: F_Rikenellaceae

k: F_Clostridiaceae

I: F_Lachnospiraceae

m: F_NA

: F_multifamily

: F_Alphaproteobacteria_
: O_Alphaproteobacteria_
: F_Bradyrhizobiaceae
O_Rhizobiales
C_Alphaproteobacteria
F_Alcaligenaceae

: F_Moraxellaceae

: O_Pseudomonadales
w: F_Saccharibacteria__TM
x: O_Saccharibacteria__ TV
y: C_Saccharibacteria_ TV
z: F_Anaeroplasmataceae
a0: O_Anaeroplasmatales
al: C_Mollicutes

a2: F_Akkermansiaceae
a3: O_Verrucomicrobiales
a4: C_Verrucomicrobiae
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