C_Bacteroidia
O_Bacteroidales
F_Rikenellaceae

G_Alistipes

K_Bacteria
O_Verrucomicrobiales
F_Akkermansiaceae
G_Akkermansia
P_Verrucomicrobia
S_muciniphila
senegalensis_nov_93_846
C_Verrucomicrobiae
um_HMT_911 _nov_78_835
S_finegoldii_nov_93_690
str__contl_66_nov_97_744
senegalensis_nov_94_073

F_multifamily

assified_Ruminococcaceae
um_HMT_911 _nov_85_742
G_Faecalicatena
um_HMT_911_nov_84_660
G_Acetivibrio
G_Lachnoclostridium
S_orotica_nov_92_218
-_Alphaproteobacteria_ F_
F_Erysipelotrichaceae
O_Erysipelotrichales
C_Erysipelotrichi
G_Erysipelatoclostridium
p__str_ HGF2_nov_88_971
G_Anaerotruncus
_Alphaproteobacteria_ G_
F_NA

C_Mollicutes
P_Tenericutes
G_Anaeroplasma
O_Anaeroplasmatales
_Alphaproteobacteria__ O_
F_Anaeroplasmataceae
al_Taxon_A28_nov_92_634
cellulolyticus_nov_84_058
sp__str_D16_nov_94_605
sp__str__D16_nov_90_249
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Significantly Represented Taxa
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