* ° ¢ SP65 Mycoplasma muris (0%|0.22%|0%)
* ° ° SP22 lleibacterium valens (0%]0%|0.07%)
* @ ° SP26 Faecalibaculum rodentium (0%]11.35%|0.05%)
* ° ° SP119 Leuconostoc mesenteroides (0%|0%]|0.00%)
e ° ° SP27 Gemella speciesl MOT33 (0%|0%]|0.21%)
* ° SP144 Gemella haemolysans (0%]|0%]|0.00%)
SP74 Anaerobacillus alkaliphilus (0%]0%]|0.00%)
° ° SP83 Jeotgalicoccus halotolerans (0%]0%]|0.02%)
SP56 Staphylococcus capitis (0%]0%]|0.02%)
SP29 Staphylococcus epidermidis (0%|0%]0.05%)
SP131 Staphylococcus auricularis (0%|0%]0.00%)
SP42 Staphylococcus ureilyticus (0%]0%]0.07%)
SP41 Staphylococcus saprophyticus (0%]0%]0.03%)
SP136 Staphylococcus hominis (0%|0%]0.00%)
SP58 Staphylococcus haemolyticus (0%]|0%|0.01%)
—— * ° ° SP139 Aerococcus viridans (09%|0%]0.01%)

‘— * ° ° SP115 Facklamia ignava (0%|0%]0.00%)

* ° ¢ SP81 Dolosigranulum pigrum (0%|0%|0.00%)
—— * ° ¢ SP110 Atopostipes suicloacalis (0%]|0%]|0.03%)
@ - SP16 Ligilactobacillus murinus (0%]18.64%0.77%)
* ° ¢ SP51 Latilactobacillus curvatus (0%|0%|0.00%)
— ¢ @ - SP52 Lactobacillus johnsonii (2.07%|28.86%|0.87%)
—— * © ° SP47 Lactobacillus intestinalis (0%|2.85%]|0.29%)

_[ * ° <+ SP38 Limosilactobacillus caviae (0%]|1.83%|0%)
* ® ° SP28 Lactobacillus reuteri (0.39%|9.43%|0.16%)
‘|-’|: * ° ° SP141 Enterococcus faecalis (0%|0.00%]|0%)

* ° * SP44 Enterococcus hirae (0%]0.12%|0%)
® ° < SP54 Enterococcus gallinarum (7.72%|0%|0%)
* ° ° SP25 Streptococcus agalactiae (0%]0.02%]0.14%)
* ° * SP68 Streptococcus oralis (0%]0%]0.00%)
* ° ¢ SP129 Streptococcus sp._str. C300 (0%|0%]0.00%)
- ¢ * ° SP80 Streptococcus sanguinis (0%]|0%]|0.00%)

° ‘ SP7 Streptococcus danieliae (0%]0.03%|70.94%)

* @ SP60 Streptococcus acidominimus (0%]0%]|12.35%)
* ° ° SP122 Streptococcus thermophilus (0%|0%|0.01%)
* ° < SP79 Streptococcus thoraltensis (0%]0.00%]|0.85%)

* ° ° SP59 Streptococcus mutans (0%|0%]0.00%)
* ° ° SP116 Veillonella parvula (0%|0%]0.00%)
* ¢ ¢ SP57 Fastidiosipila sanguinis (0%|0%]0.00%)
* © ¢ SP36 Romboutsia timonensis (0%]2.26%|0%)

* ° ° SP124 Casaltella massiliensis (0%]|0%]|0.00%)

* * ¢ SP85 Finegoldia magna (0%|0%]0.00%)

* ° ° SP132 Clostridiales_[G] sp._Oral_Taxon_C86 (0%|0%]0.00%)
I: * ° ° SP1 Peptoniphilus lacydonensis (0%|0%|0.00%)
* ° ¢ SP121 Peptoniphilus harei (0%|0%]|0.00%)
* ° ° SP67 Anaerococcus vaginalis (0%]0%|0.00%)
_|: * ° ° SP84 Anaerococcus provencensis (0%]0%|0.00%)
* ° °* SP45 Anaerococcus nagyae (0%|0%]|0.00%)

* ° ° SP30 Acutalibacter muris (0%]0.10%]|0%)
* ° ¢ SP75 Acetatifactor muris (0%|0.08%]|0%)

* ¢ ° SP113 Akkermansia muciniphila (0%|0%|0.12%)
* ° ° SP66 Treponema denticola (0%|0%]|0.03%)

° * SP97 Parvibacter caecicola (0%]0.03%|0%)

°

° * SP40 Adlercreutzia mucosicola (0%]0.10%]|0%)
° ° SP86 Adlercreutzia muris (0%|0.17%|0.01%)

[E * ° ¢ SP50 Adlercreutzia caecimuris (0%]0.60%]|0%)

* ¢ SP137 Adlercreutzia equolifaciens (0%|0.01%|0.00%)

e ® « SP77 Bifidobacterium pseudolongum (0%|4.62%]0.21%)
‘ * ° ° SP17 Actinobaculum schaalii (0%]0%|0.00%)

* ° ¢ SP112 Gleimia europaea (0%|0%]|0.00%)

* ° SP2 Propionibacterium acnes (0.01%|0%]|0.19%)
° * SP126 Cutibacterium granulosum (0%]|0%]|0.00%)
° ° SP114 Modestobacter marinus (0%]0%]|0.00%)

°* SP102 Lawsonella clevelandensis (0%]|0%]|0.02%)

* ° ° SP88 Corynebacterium amycolatum (0%|0%]|0.02%)
— ¢ °* * SP72 Corynebacterium mastitidis (0%|0%]|0.76%)
* ° ° SP20 Corynebacterium matruchotii (0%]|0%|0.00%)

* ° ¢ SP53 Corynebacterium aurimucosum (0%]0%]|0.00%)

o
o

* ° < SP82 Brachybacterium paraconglomeratum (0%|0%]0.00%)
° ° SP14 Rothia mucilaginosa (0%|0%|0.00%)
° ° SP111 Rothia nasimurium (0%]|0%]|0.01%)

o
°

* SP63 Mycolicibacterium frederiksbergense (0%|0%]|0.00%)

* ° ° SP118 Corynebacterium accolens (0%|0%]|0.00%)
1 * * ¢ SP87 Corynebacterium tuberculostearicum (0%|0%]|0.00%)
* ¢ ° SP6 Corynebacterium riegelii (0%|0%]|0.01%)
* ° ° SP21 Corynebacterium mycetoides (0%]0%|0.00%)
e ° < SP101 Corynebacterium appendicis (0%|0%]|0.00%)
* ° ¢ SP73 Corynebacterium pilbarense (0%|0%]|0.00%)
* ° ° SP64 Corynebacterium coyleae (0%|0%]|0.02%)
[ * ° ° SP142 Fusobacterium nucleatum_ss_nucleatum (0%|0%0.02%)
e o SP123 Fusobacterium nucleatum (0%|0%]|0.02%)
* ° ° SP15 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_957 (0%]0%|0.00%)
[ ° ° ° SP23 Pinus thunbergii_Oral_Taxon_D30 (0%]0%]|0.01%)
L oo . SP55 Calycanthus floridus_Oral_Taxon_DO07 (0%]|0%]|0.00%)
|| * ° ° SP120 Bergeyella sp. HMT 322 (0%]0%]0.00%)
* ° ¢ SP135 Siccationidurans metalli (0%]|0%]|0.00%)
* ° ¢ SP100 Sphingobacterium siyangense (0%|0%]|0.00%)
* ° < SP143 Tidjanibacter massiliensis (0%|0.04%]|0%)
* ° ° SP94 Alistipes timonensis (0%|0.07%]|0%)
— * ° ¢ SP32 Duncaniella freteri (0%|0.42%|0%)
* © ° SP24 Muribaculum intestinale (0%|1.75%|0.05%)
* ° ° SP130 Porphyromonas somerae (0%|0%]0.00%)
‘ * * ¢ SP31 Porphyromonas gingivalis (0%|0.00%|0.09%)
* ° ° SP78 Porphyromonas pasteri (0%]|0%]|0.00%)
— ¢ °* ¢ SP35 Parabacteroides goldsteinii (0%]0.12%|0.01%)
* © ¢ SP106 Parabacteroides distasonis (0%]2.81%]|0.13%)
1 * ® ° SP43 Phocaeicola sartorii (0%|6.36%]|0.10%)
~|j[ * ° ° SP108 Bacteroides uniformis (0%]0.12%]|0%)

* °* SP46 Bacteroides caecimuris (0%|0.30%|0.00%)
® ¢ SP39 Bacteroides acidifaciens (0%]2.91%0.01%)
I: * ° ° SP140 Sphingomonas hankookensis (0%|0%|0.00%)
* ° ¢ SP61 Sphingomonas olei (0%]0%]|0.00%)
— °* ° ° SP128 Phreatobacter oligotrophus (0%]0%|0.02%)
_[ * ° ° SP105 Methylobacterium brachiatum (0%|0%]|0.00%)
* ° ¢ SP134 Methylorubrum populi (0%]|0%]|0.00%)
— * ° * SP138 Helicobacter ganmani (0%|0.95%|0.17%)
_|-_ * ° ° SP107 Helicobacter hepaticus (0%|0.96%]|0%)
* o ¢ SP70 Helicobacter typhlonius (0%]1.87%]|0%)
* ° ° SP19 Neisseria flavescens|subflava (0%]0%|0.00%)
* ° ¢ SP125 Achromobacter denitrificans (0%|0.00%|0%)
* * < SP71 Paraburkholderia fungorum (0%]|0.00%|0%)
* ° ° SP62 Variovorax paradoxus (0%|0%|0.00%)

[ * ° ° SP5 Shigella sonnei (0.05%|0%]|0%)
" * SP3 Escherichia coli (89.75%|0%]0.00%)

* ° @ SP34 Muribacter muris (0%|0%|5.23%)
‘ t e ° @ SP18 Rodentibacter pneumotropicus (0%|0%|5.38%)
* ° ¢ SP89 Rodentibacter heylii (0%]0%]|0.33%)

* * ¢ SP33 Acinetobacter radioresistens (0%|0%]|0.01%)
] * ° ° SP127 Pseudomonas sp. Oral Taxon_C61 (0.00%|0%]|0%)

® Oral_JAX * ¢ ¢ SP133 Pseudomonas putida (0%|0%]|0.00%)

@ recal * ° ° SP117 Pseudomonas nitroreducens (0%|0%]0.00%)
() Oral_Forsyth * ° ° SP109 Pseudomonas stutzeri (0%|0%]|0.00%)
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