* @ ° SP26 Faecalibaculum rodentium (0%|11.35%|0.05%)
—— ® < e SP54 Enterococcus gallinarum (7.72%|0%]|0%)
| * ° * SP79 Streptococcus thoraltensis (0%]0.00%]|0.85%)
e e ‘ SP7 Streptococcus danieliae (0%|0.03%]|70.94%)
— —— ¢ <+ @ SP60 Streptococcus acidominimus (0%|0%]|12.35%)
+ @ ° SP16 Ligilactobacillus murinus (0%|18.64%]|0.77%)
- - @® ¢ SP28 Lactobacillus reuteri (0.39%]9.43%|0.16%)
— * ° < SP38 Limosilactobacillus caviae (0%|1.83%]|0%)
°* © <+ SP47 Lactobacillus intestinalis (0%|2.85%|0.29%)
e @ - SP52 Lactobacillus johnsonii (2.07%|28.86%0.87%)
e © < SP36 Romboutsia timonensis (0%]2.26%|0%)
* ® ° SP77 Bifidobacterium pseudolongum (0%|4.62%|0.21%)
* ° ° SP72 Corynebacterium mastitidis (0%]|0%|0.76%)
* © ° SP24 Muribaculum intestinale (0%]|1.75%|0.05%)
* © ¢ SP106 Parabacteroides distasonis (0%]2.81%]|0.13%)
* ® ° SP43 Phocaeicola sartorii (0%|6.36%]0.10%)
* ® « SP39 Bacteroides acidifaciens (0%]2.91%]|0.01%)

* ° ¢ SP70 Helicobacter typhlonius (0%]|1.87%|0%)
® Oral_JAX —" * SP3 Escherichia coli (89.75%|0%]0.00%)
@ recal — ¢ °* ©® SP18 Rodentibacter pneumotropicus (0%|0%|5.38%)
@ oral_Forsyth — + + @ SP34 Muribacter muris (0%|0%]|5.23%)
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