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S sp_.| HMT 423

F Actmomycetaceae

: O_Actmomycetales
G_Graéwlicatella
éF_Carnobaéteriaceae
S adiacens
S_gordonu
S_sp_: HMT 064
S . denticola |
: S haemolysans
C Saccharlbactena TM7 _C1_
Q Saccharlbacterla TM7 O 1_
P_! Saccharlbacterla __TM7_
C_ Corlobacterua
O_Corlobacterlales
F_Atobobiaceae
S_ ct;osunense
S_sp_.| HMT 414
S_ oralls subsp tigurinus_ clade 071
: G_| Lancefleldella
S oralls subsp___dentlsanl clade 058
S_sp_HMT_212 |
;S_meyerl
S_rimae
. S _parvula
S multlspeues sppn13 2 nov 97 773
S sp_.| HMT 203
: :S_moorel
I:E Erysipelofrichaceae
O Ery5|pelotr|chales
C EryS|peIotr|ch|a
G_ Solobacterlum
C Abscondltabacterla SRl _C1_
P_Abscpndltabacterla_SRl
F Absconditabacteria Sﬁl F1
o Abscondltabacterla SRl __0.1_
S | matruchotu nov_97_967 |
G Abscondltabacterla SRl G_1_
S stomatis
G Peptostreptococcus
S bacterlum HMT_356
G Saccharlbactena TM7 G5
S _parvula
5. bacterium_ HMT_075
G_Ruminococcaceae_ G_1_

F Saccharlbacterla TM7 F2_
S bactenum HMT_875

: S _veroralis |
F_Ruminococcaceae

S: bactenum: HMT_348 |
S g|ng|V|coIa nqv 96_920
S_de_nitrificans
G_Shut:tleworthia
O_Eggierthellales

ES satelles

: S_sp_HMT_847

S oralls subsp dentlsam clade 398
5 _elegans

S bacterlum HMT_351

G Saccharlbacterla TM7 _ G 3_
- S aloas
G_Flllfactor
Sé_bacteriumé_HMT_347
G_Cryptobacterium

' S_sp_éHMT_225

S_sp_HMT 917

S_peri(é)donticum

ES curtum

S_sp_HMT_359

G Saccharlbacterla TM7 _ G.2_
S_sp_HMT_300_nqv_97_347
Sé_bacteriumé_HMT_350

: S timonen5|s

S multlspeC|es sppn20 2 nov 97_845
F Eggerthellaceae

S sp_.| HMT 913 |

S: trevisanii

S sp -HMT 123
S_gingivalis_nqov_97_689

S_goodfellowii
S. bacterium; HMT_957
S- ochracea

S_sp_.| HMT 780

S multlspeaes sppl4_3
S sp__ HMT 206

S_noxia_| nrov 97 030
| O_ Bactermdetes O_. 1
G Sneathla
| S sangumegens nov 90 792
S subflava
F_ Bactermdetes F_ 1
C Bactermdetes_c_l_
S bacteriléjm_HMT_Slél
S_sp_ HMT 892 nov:97 041
S sp_HMET_894 ;
S oralis_néov_97_741§
S_sp_ HMT_863
G_Bacteroiidetes_G_:S_
S paraphﬁohaemolyticus
| S_ bac:|I||form|s :
S sp_HM;T_056
S sp_| HMET 512
S parahaemolytlcus
S sp_| HMT 308_nov.. 97 347
S_multlspeaes_spng
S_sp_| HMET 894 nov597 286
S xylanolytlca nov_ 88 613
G Lacr|m|spora
G_Ablotrophla
S_defectiva
F_Aerococfcaceae
G_Ottowié
S_sp_HMET_llO
F Comamjonadaceaei
| S_sp__ HMT 332 :
S_sp_HM;T_336
G_Kingellail
S_oralis :
S_mucosai
G_ScardO\:/ia
S_wiggsiaie
F_Lachnos:piraceae
S_elongata
O_Eubactériales
S showae:
O Cardmbactenales
G Card|obacter|um :
| F_ Cardlobacterlaceae
O_Campylobacterales
C_Epsiloniproteobactéria
F_Campylbbacteraceée
G_Campyiobacter .
S_fIavescéns
S_Ieadbetiteri
S_sp_HMT_169
S_parainfluenzae
G_Neisseréia
G Haemobhilus
| G Capnocytophaga
C_| Flavobacterna :
F_| FIavobacterlaceae
O_FIavobacterlaIes
O_| Neisserziales
F Nelssertaceae
C Betaproteobacterla
O_| Pasteurellales
F_Pasteurellaceae
C_Gamme%proteobact:eria
P_Proteobacteria  :
| |
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