Significantly Represented Taxa

B ADULT negative I ADULT positive

P_Firmicutes
C_Bacilli
O_Lactobacillales
G_Streptococcus
A_Streptococcaceae
G_Rothia
F_Micrococcaceae
O_Micrococcales
IS_Streptococcus_myltispecies_spp80_3
IS_Streptococcus_myltispecies_spp51_7
S_Granulicatella_adiacens
F|Actinomycetaceae
O_Actinomycetales
S_Streptococcus_multispecies_spp9_4
G_Actinomyces
F_Peptoniphilaceae
O_Tissierellales
C_Tissierellia
G_Parvimonas
S| Parvimonas_micra
G_Peptostrepfococcaceae_ G_9_
S_Peptostreptocpccaceae_ G_9__ Eubacterium__brachy
S_Canjpylobacter_gracilis
b_Corynebacterium
F_Qorynebacteriaceae
O| Corynebacteriales
S_Corynebadterium_matruchotii
S_Schaalia_lingnae
G_Peptidiphaga
G_Clostridioides
S_Clgstridioides_difficile
S_Rombpoutsia_timonensis
G_Romboutsia
S_Streptococcus_mutans
S_Lachnoanaerobjpculum_saburreum
S_Peptidiphaga_gingivicola
S_Actinomyces_mulfispecies_spp125_4
S_Leptotrichia_myltispecies_spp23_2
S_Peptidiphaga_sp_ HMT_183
F|Comamonadaceae
S_Ottpwia_sp_ HMT_894
G_Ottowia

S_Leptotrichia_sp_[HMT_909
S_Pseudostreptobaillus_hongkongensig
G_Pseudostreptobdcillus
S_Prevotella_fusca

S_Prevotella_multidpecies_sppl9_2

S_Treponema_amylovorum

G_Enterobacteriacgae_multigenus

F_Enterobacteriacgae
O_Enterobacterales

S_Lautropia_multispecies_spp82_2

S_Prevotella_sp_ HMT_443
S_Fusobacterium_nucleatum

S_Actinomyces_mUltispecies_sppl24_6

S_Fusobacterium_periodonticum
G_Aggregatibacter
F_Pasteurellaceae
O_Pasteurellales

C_Gammaproteobdcteria

S_Bacteroidetes_ G_5_ bacterium_HMT| |

S_Aggregatibacter [multispecies_spp78|

S_Fusobacterium_multispecies_spp118|.
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S_Enterobacteriacdae_multigenus_mulffispecies_sppl121_7
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