
4 2 0 2 4
LDA SCORE (log 10)

P_Firmicutes

O_Lactobacillales

C_Bacilli

F_Streptococcaceae

G_Streptococcus

S_multispecies_spp85_18

S_parainfluenzae

G_Haemophilus

O_Pasteurellales

F_Pasteurellaceae

S_porcinus

G_Actinobacillus

C_Gammaproteobacteria

S_mutans

S_hongkongensis

S_sp__HMT_183

G_Peptidiphaga

S_multispecies_spp59_3

S_multispecies_spp71_2

S_adiacens

S_multispecies_spp5_2

S_multispecies_spp97_2

S_mucilaginosa

S_multispecies_spp76_3

S_sp__HMT_322

G_Bergeyella

S_sp__HMT_172

S_denticariosi

S_bacterium_HMT_347

S_multispecies_spp91_2

S_multispecies_spp36_3

S_atypica

S_multispecies_spp80_21

G_Enterococcus

F_Enterococcaceae

S_multispecies_spp108_2

S_sp__HMT_942

S_halliae

S_saburreum

G_Saccharibacteria__TM7___G_1_

S_sp__HMT_473

G_Alloprevotella

S_aeria

S_multispecies_spp95_6

O_Actinomycetales

F_Actinomycetaceae

G_Actinomyces

S_durum

O_Corynebacteriales

F_Corynebacteriaceae

G_Corynebacterium

P_Actinobacteria

C_Actinomycetia

Significantly Represented Taxa

AC_plaque EC_plaque


