° ° ° ¢ SP107 Absconditabacteria_(SR1) [G-1] bacterium_HMT_875 (0.01%]0.01%|0.02%]0.00%]|0.02%]0.01%)
e ° o o ¢ SP732 Absconditabacteria (SR1) [G-1] bacterium_HMT 345 (0.01%|0.01%|0.00%]|0.00%]0.01%|0.01%)
° ° ° ¢ SP165 Absconditabacteria_(SR1) [G-1] bacterium_HMT 874 (0.11%]|0.14%]0.05%]|0.07%]|0.10%|0.14%)
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* SP478 Gracilibacteria_(GN02) [G-2] bacterium_HMT 873 (0.01%]0.01%]0.05%]0.05%|0.019
SP71 Gracilibacteria (GN02) [G-1] bacterium_HMT 871 (0.01%|0.00%]|0.01%]0.01%]|0.00%|0
SP136 Gracilibacteria_(GN02)_[G-1] bacterium_HMT_872 (0.04%]|0.03%]0.04%|0.06%]0.02%|

° ° ¢ SP635 Saccharibacteria_(TM7)_[G-5] bacterium_HMT_356 (0.00%|0%|0.00%]|0.00%]0.(

° ° ¢ SP638 Saccharibacteria (TM7) [G-2] bacterium_HMT 350 (0.00%]0.00%]0.00%|0.00%|:

° ° ¢ SP122 Saccharibacteria (TM7)_[G-6] bacterium_HMT_870 (0.17%]0.19%]0.06%]0.07°¢
* ° ¢ o e ¢ SP694 Saccharibacteria_(TM7)_[G-3] bacterium_HMT 351 (0.01%]|0.01%]|0.00%
e ° ° ¢ SP796 Saccharibacteria (TM7) [G-4] bacterium_HMT_ 355 (0.00%]0.00%]|0.00%|0.00

° * SP636 Saccharibacteria_(TM7)_[G-8] bacterium_HMT_955 (0.00%]0.00%]|0.00%|0.00%
° * SP262 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_349 (0.00%]0%]0.00%|0.00%]|0.0
° * SP667 Saccharibacteria (TM7) [G-1] bacterium_HMT 346 (0.03%|0.01%|0.09%]|0.02%
° © SP371 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_347 (0.16%|0.11%]|0.44%|0.80'
° < SP350 Saccharibacteria (TM7) _[G-1] bacterium_HMT _ 348 (0.07%]0.03%|0.13%]|0.10%
° ° e SP847 Saccharibacteria (TM7) [G-1] bacterium_HMT 352 (0.02%]|0.04%|0.01%|0.00%
° ° ¢ SP289 Saccharibacteria (TM7)_[G-1] bacterium_HMT_957 (0.05%|0.03%]0.05%]0.07%
° ¢ ¢ SP810 Saccharibacteria (TM7) _[G-1] bacterium_HMT_952 (0.03%]0.03%]0.05%|0.10%
° * SP20 Saccharibacteria (TM7) [G-1] bacterium_HMT 488 (0.00%|0.00%]|0.00%]0.00!
° ¢ SP666 Epilithonimonas hominis (0.00%|0.00%]|0.00%0.00%]|0.00%|0.00%)
@® - - O - 5P520Bergeyella sp. HMT 206 (4.97%|2.71%]|0.01%|0.04%|4.27%]|0.08%.
° ¢ SP9 Bergeyella sp._ HMT 931 (0.21%]0.32%]0.01%|0.02%]|0.37%]0.01%)
® o o o o ® SP797 Bergeyella sp. HMT 322 (0.68%]|0.75%|0.49%0.80%|0.54%]|1.14
° ¢ SP119 Bergeyella sp._HMT 907 (0.10%0.10%|0.07%|0.07%]|0.05%]0.10
° * SP152 Bergeyella sp._HMT_900 (0.10%]0.09%|0.05%]|0.05%]0.04%]0.07¢
° ¢ SP748 Capnocytophaga sp. HMT 338 (0.01%]0.00%]|0.00%]|0.00%|0.00%|0.01
° * SP735 Capnocytophaga sp._ HMT 863 (0.01%]0.01%]0.00%]0.00%|0.01%]0.0¢
® o o O o @ SP499 Capnocytophaga granulosa (0.75%0.62%|0.81%]|1.13%]|0.34%|1.44%)
° ® SP291 Capnocytophaga gingivalis (0.33%|0.38%|0.37%|0.87%]0.23%]0.79%
° * SP471 Capnocytophaga haemolytica (0.00%|0%]|0.00%|0.01%|0.00%]|0%)

° * SP624 Capnocytophaga sp. HMT 901 (0.00%]0.00%]|0.00%]|0.00%|0.00%]|0
® @ ® O o @ 5P384 Capnocytophaga sputigena (2.12%|2.09%]|2.23%]|4.51%]|1.38%]5.8(

£ ® ©¢ ® O o ® SP312 Capnocytophaga leadbetteri (1.31%]1.05%]1.47%|1.85%|0.86%|2.1

— ° * SP281 Capnocytophaga sp. HMT 332 (0.26%]0.29%]0.14%|0.09%|0.14%|0.

° ¢ SP514 Capnocytophaga sp. HMT 878 (0.01%]0.00%0.00%|0.00%|0.00%|(
° ¢ SP746 Capnocytophaga sp. HMT 334 (0.01%]|0.00%|0.01%|0.01%]|0.00%|
° * SP370 Capnocytophaga sp. HMT 335 (0.01%]|0.00%0.01%|0.01%]|0.00%|(

° * SP752 Capnocytophaga sp. HMT 903 (0.02%]0.01%]|0.01%]|0.01%|0.01%
° ¢ SP354 Capnocytophaga sp. HMT 380 (0.00%]0.00%]0.00%|0.01%]|0.00%|
° * SP750 Bacteroidetes [G-5] bacterium HMT 511 (0.00%]0.00%]0.00%|0.00

r
|— °* ° o o o ¢ 5SP493 Bacteroidetes [G-5] bacterium_HMT_505 (0.00%]|0%]|0%|0%|0%]|0%
e ° ¢ ¢ SP695 Porphyromonas gingivalis (0.00%|0.00%]|0.00%]|0.00%|0.00%|0.00

— ‘. « «Q - sps4 Porphyromonas sp. HMT_930 (4.71%|7.72%]0.19%]0.23%]6.57%]0.2¢

{—'.. |

° o o ¢ SP278 Tannerella serpentiformis (0.10%|0.04%0.03%]0.02%]0.02%]0.03%)
e ° e o o ¢ GP178 Bacteroidales [G-2] bacterium_HMT 274 (0.03%|0.03%]|0.04%|0
e ° ¢ o o ¢ GSP134 Alloprevotella tannerae (0.03%]|0.01%]|0.01%|0.00%|0.03%|

e o ¢ o o ¢ SpPe37 Alloprevotella rava (0.01%]0.04%0.00%|0.00%|0.01%]|0.00%
] e o e o e ¢ GP199 Alloprevotella sp. HMT 912 (0.03%]|0.02%]0.02%]0.03%]0.!
" ° °O' SP513 Alloprevotella sp. HMT 473 (5.25%|8.29%|0.54%|0.74%|1
e © ¢ o 0 ¢ SP135 Alloprevotella sp._HMT 914 (0.19%]0.66%]0.05%]0.08%]0.
e ¢ e o o o Gp39] Alloprevotella sp. HMT 308 (0.18%]|0.16%]0.01%]|0.02%]|C
* SP166 Prevotella micans (0.05%|0.05%]|0.02%]0.02%]0.03%|0.06%)
© * SP475 Prevotella nanceiensis (0.75%]|0.97%]|0.05%|0.06%|0.92%|0
° ¢ SP832 Prevotella sp. HMT 942 (0.14%|0.43%]0.04%|0.04%]0.30%|!
° * SP76 Prevotella oralis (0.00%|0%]|0%|0.00%|0.00%]|0%)

° ° ¢ SP54 Prevotella pleuritidis (0.02%]0.00%]|0.01%]0.00%]0.01%)|
* SP751 Prevotella sp._ HMT _301 (0.00%|0%|0.00%]|0.00%]0.00%]0.00
° * SP279 Prevotella saccharolytica (0.06%]0.04%]0.07%|0.05%]|0.03
° ° SP428 Prevotella marshii (0.00%]0%|0.00%|0.00%|0.00%]|0.00%)
° ° ¢ SP156 Prevotella sp. HMT 475 (0.02%]0.02%|0.01%]|0.02%]0.01

° ° ¢ SP501 Prevotella shahii (0.02%]0.01%]|0.01%]0.01%]0.01%]0.01

° ° ¢ SP340 Prevotella sp. HMT 472 (0.10%]0.06%]|0.10%]|0.10%]0.(

® o o o o e S5pP386 Prevotella sp._HMT_317 (0.61%|0.60%]|0.79%]0.59%]0.3

e o ¢ ° ¢ e+ SP761 Prevotella sp. HMT 315 (0.00%|0%]|0%]0.00%|0.00%|0.00

° o o o o o SPG27 Prevotella oulorum (0.30%|0.11%]|0.28%]0.31%]|0.18%]0.13%

* o ¢ ©° o e+ SP49] Prevotella sp._HMT_309 (0.03%]0.02%]0.01%|0.02%]|0.05%]0.

- SP1 Prevotella salivae (0.11%|0.12%]|0.10%]0.11%|0.18%|0.01%)

° ¢ ¢ o o ¢ SP120 Prevotella oris (0.30%]0.12%]0.19%|0.18%]|0.17%]0.12%)

e ° ¢ o o ¢ SpP631 Prevotella maculosa (0.09%|0.03%]|0.07%]0.04%]0.05%]0.(

a e ¢ ¢ o o o SP575 Prevotella nigrescens (0.45%]|0.08%]0.08%0.05%|0.26%|

* ° ¢ o o ¢ SP568 Prevotella pallens (0.12%0.19%|0.04%]0.03%]0.11%]0.02

e ¢ ¢ o e e+ SP557 Prevotella intermedia (0.02%]0.10%|0.00%]0.00%]0.01%
e ¢ e o e ¢ SP196 Prevotella aurantiaca (0.01%|0.00%]0.00%|0.00%|0.03%|0

° ° ¢ SP556 Prevotella sp._HMT_396 (0.01%]0.01%|0.00%|0.00%]|0.01%|
° ¢ ° o ¢ SP99 Prevotella sp._ HMT_305 (0.00%]|0.01%]0.00%]0.00%]0.0

e ¢ ° o ¢ SPE34 Prevotella sp._HMT_300 (0.01%]0.00%|0.00%]|0.00%|(

° ° ¢ SP824 Prevotella fusca (0.01%|0%]|0.00%]0%|0.00%|0%)

* ° ° * SP64 Prevotella denticola (0.02%]0.00%|0.02%]0.01%]0.02%]0.
@ * SP124 Prevotella melaninogenica (2.48%)3.01%]|0.15%]|0.19%]|5.10°
° ° ¢ SP476 Prevotella sp._HMT_313 (0.06%]0.07%|0.01%|0.01%]|0.08%|C

° ° ¢ SP764 Prevotella veroralis (0.08%|0.06%]|0.01%]0.01%]0.01%]0.01

° 0 < SP2 Prevotella histicola (0.53%|0.58%|0.04%]|0.03%]0.65%|0.01%)
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e ° o o o ¢ SP326 Treponema denticola (0.00%|0%]0.00%]0.00%]0.00%]|0%)

e ¢ ° ¢ ¢ SP234 Treponema sp. HMT 231 (0.01%|0.00%]0.00%|0.00%]0.01%|0.01%)
e ¢ o o ¢ SP390 Treponema vincentii (0.00%]0.00%]|0.00%]|0.00%|0.00%|0.00%)
— ¢ ° ° ° ¢ ¢ SP275 Treponema maltophilum (0.00%|0.00%]|0.00%]|0.00%|0.00%|0.00%

[ e« o o s  SP259 Treponema sp. HMT 226 (0.00%)|0%]|0.00%|0.00%)|0.00%|0%)

— ° ¢ ¢ o o o GSPI42 Treponema lecithinolyticum (0.00%]|0%|0.00%]|0.00%]|0.00%]|0%)
e ¢ o o o ¢ SP496 Treponema sp._ HMT_257 (0.00%|0.00%|0.00%]|0.00%|0.00%]0

i

e ¢ ° e ¢ SP7Treponema socranskii (0.01%|0.01%]|0.02%]|0.01%]0.02%]|0.02
e ¢ ° o ¢ SP9Q7 Treponema sp. HMT_ 269 (0%]|0%|0.00%]|0.00%]0.00%]0.00
e o ¢ o o e+ SP73 Thermus thermophilus (0%|0.00%|0%]|0.00%]|0.00%|0%)
e o ¢ o e ¢ GSpP852 Olsenella sp. HMT 807 (0.00%|0.00%]0.01%]0.01%]0.00%]0.00%)
° ° SP225 Cutibacterium acnes (0.00%|0.00%]0.00%]0.00%]0.00%0.00%)
° * SP947 Propionibacteriaceae [G-1] bacterium_HMT_915 (0%|0%]|0.00%]0.(
° ¢ SP222 Arachnia rubra (0.00%|0.00%]|0.00%]0.01%]0.00%]0.01%)
° ¢ SP223 Arachnia propionica (0.01%|0.00%|0.01%|0.02%]|0.00%]0.02%)

[ e o o o o « SP798 Treponema sp. HMT 268 (0.00%)|0%]|0.00%|0.00%)]0.00%]0.C

° ¢ SP966 Corynebacterium tuberculostearicum (0.00%]|0.00%|0.00%|0.00%|0.00
® o .O o @ SP150 Corynebacterium matruchotii (1.67%]|1.05%]6.35%|4.80%]|0.85%|3.¢
e o ‘O . SP144 Corynebacterium durum (0.57%]0.64%|8.32%|5.69%]|0.50%]8.25%)

° * SP688 Rothia kristinae (0.00%|0.00%|0%]|0.00%]0.00%|0%)

° * SP835 Kocuria varians (0.00%|0%|0%]0.00%|0.00%|0%)

° * SP276 Lawsonella clevelandensis (09%]0.00%|0%]|0%|0.00%|0.00%)
‘|j|j|:|: ° ¢ SP809 Corynebacterium argentoratense (0.01%]|0.02%]0.04%|0.03%]|0.01%]0.(

@ ® - - O - SP59 Rothia mucilaginosa (2.39%]|2.69%0.16%|0.16%]|3.54%|0.06%)

® o ‘O © @ SP394 Rothia dentocariosa (1.45%|0.90%|8.76%|4.53%]0.80%|2.76%)

e o ®O o @ SP141 Rothia aeria (1.27%]|1.25%]|3.34%|4.74%]|1.07%|3.80%)

e ¢ ° ° e e SPGI3 Scardovia wiggsiae (0.01%|0.00%]0.00%|0.00%]0.00%|0.00%
° e o o e 5SPOQ8 Peptidiphaga gingivicola (0.36%]|0.14%]|0.43%]|0.51%]|0.16%|0.30°
®© o o ¢ SP494 Peptidiphaga sp._HMT_183 (0.26%|0.05%|0.50%]0.16%]0.03%]0.16¢

e ¢ ° ° ¢ S5SP253 Schaalia cardiffensis (0.00%|0.00%|0.00%|0.00%|0.00%]|0.00%)
e ¢ ° o o GP153 Schaalia sp._HMT_172 (0.02%]|0.02%]0.02%]|0.02%]0.04%|0.02%
e ¢ ° o ¢ GP133 Schaalia lingnae_[Not Validly Published] (0.06%|0.10%]|0.00%]0.
e ° e o o ¢ GP532 Actinomyces graevenitzii (0.05%|0.03%|0.00%|0.00%]|0.07%]0.(
° ® O ° ® SP397 Actinomyces massiliensis (0.23%]|0.13%|1.66%]|1.12%|0.12%]|1.4
e o o o SP273 Actinomyces gerencseriae (0.06%|0.01%]|0.51%]|0.25%]0.02%|
e ° ° ¢ SP821 Actinomyces timonensis (0.00%|0.00%]|0.01%]|0.01%]|0.00%|
° ¢ ° ¢ ¢ GP198 Actinomyces sp._ HMT_897 (0.00%|0.00%|0.01%]0.03%]0.
e o o o o ¢ SP4]19 Actinomyces sp. HMT 414 (0.00%|0%]0.08%]0.01%]|0.(
e ° e o o ¢ 5SpPB828 Actinomyces dentalis (0.02%|0.00%]|0.11%]|0.06%]0.01¢
e ¢ ¢ o o ¢ SP110 Actinomyces sp._HMT_896 (0.00%|0.00%]|0.03%]|0.01%
e o o o e o SP468 Actinomyces sp._HMT_525 (0.01%|0.00%]|0.03%]0.02%

r e o o + SP396 Pinus sylvestris (0.01%|0.01%)|0.00%]|0.00%|0.01%|0.00%)
L— « ¢ « o « « SPY36 Triticum aestivum (0.00%|0.00%|0%|0.00%|0.00%|0%)

e ° ¢ ¢ SP607 Phreatobacter stygius (0.00%|0.00%]|0.00%|0.00%|0.00%]|0.00%)
e ¢ ¢ o ¢ S5SP184 Methylobacterium jeotgali (0.00%|0.00%]|0.00%|0.00%|0.00%]|0.00%)
e ¢ ° ¢ ¢ SP290 Phenylobacterium mobile (0.00%|0%|0.00%]|0%]|0.00%|0.00%)

e o e o o ¢ SP692 Sphingomonas koreensis (0.00%|0.00%|0.00%|0.00%]|0.00%]|0%)
‘-I: e o o o e ¢ SP762 Novosphingobium rosa (0.00%|0%|0%]|0.00%]0.00%]|0.00%)

e o o o ¢ SPB25 Sphingobium xenophagum (0.00%|0.00%|0%]0.00%]0.00%]|0%)
|— e o o o e ¢ S5P292 Campylobacter concisus (0.23%|0.23%]|0.16%]|0.12%]0.24%|0.0

|_|-_ e ° ¢ o o ¢ 5pP348 Campylobacter sp. HMT 044 (0.00%]|0.00%|0%]|0.00%]0.00%|!
e o o o o ¢ SP495 Campylobacter gracilis (0.25%|0.08%]0.23%]|0.18%]|0.12%]0.
° ° ° * SP829 Vulcaniibacterium thermophilum (0.00%]0%|0.00%|0.00%|0%]0.00%)
e o o e ¢ GpP221 Stenotrophomonas maltophilia (0.00%|0%]|0.00%]0.00%]|0.00%|0.00%)
e ¢ o o ¢ SP182 Stenotrophomonas [Pseudomonas] hibiscicola (0%]|0%]|0%]|0.00%|0.00%|(
e ° o o ¢ GP226 Stenotrophomonas terrae (0%|0%]|0.00%]|0.00%|0%|0.00%)
e e ° e ¢ SP482 Stenotrophomonas acidaminiphila (0%]|0%|0%]0.00%|0%|0%)
* ° ¢ o o ¢ SP749 Pseudomonas aeruginosa (0%]|0.00%|0%|0.00%|0.00%|0%)
— ¢ ° ° ° ° ¢ SP910 Moraxella osloensis (0.00%|0.00%|0.00%|0.00%]0.00%]|0%)

_I'_

— « ¢ -« o s « 5p935 Moraxella lincolnii (0.00%|0.00%|0.00%|0.00%|0.00%|0.00%)

SP567 Acinetobacter johnsonii (0.00%|0.00%]|0.03%]0.05%]0.00%|0.05%)
SP617 Acinetobacter baumannii (0%|0%]0%|0.00%|0.00%]|0%)
* ¢ ¢ o o ¢ SP192 Cardiobacterium valvarum (0.13%]|0.12%|0.15%|0.21%|0.06%|0.22%)
e o @ O o @ SP180 Cardiobacterium hominis (0.60%|0.65%]|1.32%]|1.66%|0.34%|1.97%)
e © o o o ¢ 5SpP338 Haemophilus pittmaniae (0.26%]|0.46%|0.01%|0.03%|0.34%]0.0
‘OO‘ SP81 Haemophilus parainfluenzae (17.53%|17.14%|5.61%|4.31%]|14.7¢
e o ¢ o o ¢ 5SPB94 Aggregatibacter actinomycetemcomitans (0.00%|0.00%]|0.0
® ® - - o - 5Sp274 Haemophilus parahaemolyticus (2.36%|2.28%]0.02%]|0.06%|
* ° ¢ o o ¢ SPE61 Actinobacillus porcinus (0.04%|0.05%]0.01%]0.01%]0.03%]0.C
e o e o o ¢ GSP767 Neisseriaceae [G-1] bacterium_HMT 174 (0.00%]0.00%|0.00%]0.0
© @ e O o @ SP374 Neisseria oralis (0.61%|1.46%|0.63%]|1.67%|0.78%|2.83%)
* ¢ ¢ o o ¢ SP97 Eikenella corrodens (0.11%]0.08%]|0.11%0.13%|0.06%|0.18%)

4|-*r e o o o o o SP227 Acinetobacter seohaensis (0.00%|0%|0.00%|0.00%|0.00%]0.00%)

'I_. e * ° ¢ ¢ SP19 Eikenella halliae (0.02%]0.02%|0.08%]0.09%]|0.01%|0.09%)
[ ]

© ¢ O o ® SP252Kingella sp._ HMT 012 (0.62%|0.43%]|0.59%]1.27%]0.45%]1.36%)
e ° ¢ o o ¢ SP]179 Simonsiella muelleri (0.02%|0.02%0.00%|0.00%]|0.07%]0.00%)
e ¢ ¢ o o « SPOg Bergeriella denitrificans (0.00%]0%0.00%|0.00%]0.00%]0.00%)
e ¢ o o ¢ e 5pP]137 Neisseria sp. HMT_018 (0.14%|0.18%]|0.31%]0.32%]0.09%]0.34%)
e o ¢ o o ¢ SP146 Neisseria bacilliformis (0.02%|0%]0.00%]|0.01%]0.00%|0.00%)
e ¢ o o ¢ o 5SP]139 Neisseria sp._HMT_499 (0.00%|0.01%]0.31%]0.18%]|0.00%]0.26%)
e ¢ ¢ ° ¢ ¢ SP850 Kingella kingae (0%|0%]0%|0.00%|0.00%|0.01%)
® o ® O o ® SP566 Kingella oralis (0.81%]0.45%]2.19%|2.31%|0.49%]1.80%)
e ¢ ¢ o e e+ SP511 Azospira restricta (0%|0%]|0.00%|0.00%|0%]0.00%)
e ¢ e o o ¢ GpP5]15 Methyloversatilis discipulorum (0.00%]0.00%|0.00%|0.00%]|0.00%|(

* ¢ ¢ o o o SPGE23 Cupriavidus metallidurans (0.00%]0.00%]0.00%]|0.00%|0.00%|0.00
e ° ¢ o o ¢ 5P339 Undibacterium oligocarboniphilum (0.00%|0%|0.01%]|0.00%]0.00

— o © @ O o @ 5P652 Lautropia mirabilis (1.11%]|1.07%|3.60%]|4.49%|0.95%]|5.07%)

e o o o o SpP747 Leptothrix sp. HMT_025 (0.00%|0.00%]0.00%|0.00%]0.00%]|0.0C
e ¢ ° o ¢ SP349 Leptothrix sp._ HMT_266 (0%|0%]|0.00%|0.00%|0.00%|0%)
e ¢ ° e ¢ S5SpP288 Pelomonas aquatica (0.00%|0.00%]|0.00%]|0.00%|0.00%|0.00%)
e ¢ o o ¢ SPEll Mitsuaria chitinivorans (0.00%]0%|0.00%|0.00%|0%]0.00%)
e ¢ ¢ o ¢ @ SP55Qttowia sp._HMT_894 (0.09%|0.11%|0.01%]0.20%]0.04%]0.73
e o ° o ¢ 5p841 Acidovorax caeni (0.00%|0.00%]0.00%]0.00%]0.00%]0.00%)
e ¢ ¢ o o ¢ SP9Q9 Hydrogenophaga aquatica (0.00%]|0.00%|0.00%|0.00%|0.00%
e o ¢ o o ¢ GP52]1 Comamonas terrigena (0.00%|0%]0.00%|0.00%|0.00%|0.00%)
e o ¢ o o ¢ GP72 Comamonas sediminis (0%]0%|0.00%|0.00%]|0.00%]|0%)
* o ¢ o o ¢ SP492 Ruminococcaceae [G-2] bacterium_HMT 085 (0.02%]|0.01%|0.01%]|0.!
e o ¢ o e + SPB26 Ruminococcaceae [G-1] bacterium_HMT 075 (0.12%|0.14%|0.06%]0

e o ¢ ©° e ¢ GSP]131 Parvimonas sp. HMT 110 (0.00%|0.00%]0.01%|0.01%]|0.00%]0.01%)
e o o o o o GSP129 Parvimonas micra (0.01%]|0.01%]|0.01%|0.01%|0.01%|0.01%)
_ e ¢ ¢ o e e+ SP263 Filifactor alocis (0.00%]0%|0.00%|0.00%]0.00%]0%)
———— ¢ ° ° ° ° ¢ SP149 Peptostreptococcus stomatis (0.02%]|0.01%]|0.01%]|0.00%|0.03%]0.0t

— .

—— ¢+ ¢ ¢ o s « SP853 Oribacterium sp._ HMT 078 (0.01%|0.00%|0.01%|0.01%|0.01%]0.

* ° o o o ¢ SP56 Peptostreptococcaceae [XI][G-1] [Eubacterium]_sulci (0.00%]|0.00%
e o ¢ o e ¢ GSPO]11 Peptostreptococcaceae_ [XI][G-9] [Eubacterium] brachy (0.01%|0.00%
° * SP383 Lachnospiraceae [G-2] bacterium_HMT 088 (0.02%]0.01%]0.01%|0.02%|(
e ¢ ¢ o o ¢ GSP313 Johnsonellaignava (0.01%|0.00%|0.01%]|0.01%]|0.01%]0.02%)

* ° ¢ o o ¢ GP12 Lachnospiraceae [G-3] bacterium_HMT_100 (0.10%]0.11%|0.07%]|0.08¢
° * SP260 Lachnoanaerobaculum orale (0.05%]|0.08%]|0.04%0.04%|0.09%]|0.01%)

° ¢ SP654 Lachnoanaerobaculum saburreum (0.16%|0.06%]0.38%|0.22%]0.08%|0.

° * SP973 Lachnospiraceae_[G-2] bacterium_HMT_096 (0.02%]0.02%]0.06%|0.04%|C

e ° o ¢ ¢ SPI906 Oribacterium parvum (0.01%]0.01%]|0.00%|0.00%|0.01%]|0%)
° * SP277 Oribacterium asaccharolyticum (0.02%|0.01%|0.00%|0.00%]|0.02%

«L * ¢ ¢ o o o SP49Q Oribacterium sinus (0.13%|0.10%|0.01%|0.01%]|0.15%]|0.00%)

° ¢ SP115 Stomatobaculum longum (0.02%]|0.01%|0.02%|0.02%|0.02%]0.01%
e ¢ ° ° o e SP972 Butyrivibrio sp. HMT 455 (0.00%|0.00%]|0.00%]0.00%]|0.00%|0
e ¢ ° o o o GSpPO6 Catonella morbi (0.02%]0.02%|0.00%|0.00%|0.02%]0.00%)

I— e o o o o s SP905 Stomatobaculum sp. HMT_097 (0.02%]|0.05%|0.00%]0.00%|0.03%

° ¢ SP143 Centipeda periodontii (0.00%|0.00%0.01%]|0.01%0.00%]|0.00%)
° ¢ SP512 Selenomonas noxia (0.20%]0.04%|0.28%|0.17%]|0.08%]0.13%)
° * SP88 Selenomonas flueggei (0.01%]0.00%]0.03%|0.01%|0.01%]|0.00%)

e o ¢ o ¢ ¢ GP183 Veillonellaceae [G-1] bacterium_HMT 155 (0.00%|0.00%]|0.01%]0.0
‘|— e ¢ ° ° o o SpP502 Mitsuokella sp._ HMT 521 (0.00%]|0.00%]0.00%]0.00%|0.00%]0.00%)

—— °* ° ° ° o ¢ SP564 Dialister pneumosintes (0.00%|0%|0%|0%]|0.00%]|0%)

e ¢ ° ¢ ¢ SP606 Dialister invisus (0.01%]0.01%|0.00%]0.00%|0.01%]0.00%)
e ¢ ° o ¢ SP385 Megasphaera micronuciformis (0.02%]0.04%|0.00%]|0.01%]|0.07%]0.0¢

e ¢ ¢ o o o SPB20 Megasphaera sp. HMT_ 123 (0%|0%]|0%]0.00%]|0.00%|0%)

@ - O ¢ 5P75 Veillonella sp. HMT 780 (2.03%|4.41%]|0.23%|0.46%|6.11%|0.43%)
e ¢ ° o ¢ * SpPG78 Veillonella sp. HMT 917 (0.00%]0.00%]|0%]0.00%|0.00%]|0%)

e ¢ ¢ o o ¢ SP109 Veillonella atypica (0.16%0.11%|0.20%|0.17%]0.13%]0.14%)

e ¢ o o o e SP395 Veillonella denticariosi (0.32%|0.18%]0.47%]0.53%]0.28%|0.66%)
® e @O © @ 5P121 Veillonella dispar (2.86%|1.96%|5.38%|4.57%]|1.73%|4.04%)

® o @ O o ¢ SPY Streptococcus mutans (0.82%]0.20%|1.71%]|1.18%]|0.51%]0.22%)
e ° e o o ¢ GP18 Streptococcus massiliensis (0.01%|0.00%|0.00%|0.00%]|0.01%]|0.02%
e ¢ o o o e SP]197 Streptococcus intermedius (0.31%|0.17%]|0.45%]0.48%]0.18%|0.56¢
e o o o o o SP74 Streptococcus anginosus (0.01%]|0.00%]|0.01%|0.00%|0.00%|0.00%)
'm SP261 Streptococcus sanguinis (6.83%|6.26%|14.98%|18.86%]|4.60%]|17.93"
e ° e ° o ¢ GP763 Streptococcus pyogenes (0%]|0.00%|0.00%]|0.00%|0.00%|0%)
e o o o o ¢ 5P382 Streptococcus hongkongensis (0.05%|0.06%]0.00%]0.00%]0.10%|(
e ° ¢ o o ¢ SPO45 Dolosigranulum pigrum (0.00%]0.00%|0.00%]|0.00%]|0.00%]|0.00%)
— ¢ ¢ ¢ ° ° < SP870 Lactobacillus helveticus (0.00%]0.00%|0.00%]|0.00%]|0.00%]|0%)

* ¢ ¢ o o o GpP508 Lactobacillus delbrueckii (0.00%]0.00%|0%|0%]|0.00%|0%)
e ¢ ¢ o e ¢ GP516 Alkalihalobacillus hemicellulosilyticus (0.00%|0%]0.00%]|0.00%|0.00%

—— °* ° ¢ ° ¢ ¢ SP5Brochothrix thermosphacta (0.00%|0%]|0%|0.00%|0.00%]|0.00%)

e ° o o o ¢ SPO37 Staphylococcus equorum (0.00%]|0.00%]|0.00%|0.00%|0.00%|0%)
e o ® O o @ SP280 Abiotrophia defectiva (0.91%|0.89%|1.76%]2.89%|0.64%|2.81%)

@®@@® ° > O ° 5P602 Granulicatella elegans (3.93%|4.82%|0.47%]|0.37%]|4.82%]|0.33%)
® @ ® 0 O ® SP401 Granulicatella adiacens (1.22%|1.29%|1.47%]|1.08%|1.50%]|1.03%)

e o ¢ o o ¢ SP63 Solobacterium moorei (0.02%]0.02%|0.00%]|0.00%]0.03%]0.00%)

e o ¢ o o ¢ SP500 Mycoplasma salivarium (0.00%|0%]|0.00%]0.00%]0.00%|0%)
® ¢ ¢ o o ¢ SPI10 Fusobacterium sp. HMT 248 (0.23%|0.16%|0.01%|0.02%]0.15¢
® @ - - O ¢ SP687 Fusobacterium periodonticum (1.77%]2.22%|0.13%|0.13%|2

e ¢ ¢ o o ¢ SPI9Q Fusobacterium nucleatum_subsp._vincentii (0.05%|0.02%]0.!

® o o o o e SP79 Fusobacterium nucleatum (0.97%]0.72%]0.61%]0.54%]|0.47%

e o ¢ o o ¢ SP603 Pseudostreptobacillus hongkongensis (0.00%|0.05%|0.00%
—— °* © ¢ ¢ o ¢ SP164 Leptotrichia sp. HMT 221 (0.21%]|0.53%]|0.14%]0.11%]|0.7
° ° o o o SP368 Leptotrichia sp._ HMT_219 (0.15%]0.25%0.01%]0.08%|(
T ‘E e o o o o e 5P387 Leptotrichia sp. HMT_ 217 (0.20%]0.26%]0.32%|0.29¢

@ © o o o e Sp]5] Leptotrichia sp. HMT 392 (0.74%]0.80%|0.46%|0.47°

e e ¢ o 0 ¢ GP11 Leptotrichia sp._HMT_215 (0.35%|0.43%]0.15%|0.12%
e @ @O

o

® SP32 Leptotrichia sp. HMT 212 (1.32%|1.55%]|1.41%]|2.10%
|| _E * ° ° o o ¢ GP483 Leptotrichia sp. HMT 218 (0.04%]|0.01%|0.04%|0

° ¢ SP3 Leptotrichia sp. HMT_498 (0.51%]|0.05%|0.64%|0.34
E ®© @ O o ® SP132 Leptotrichia sp. HMT 225 (1.64%]1.13%]|1.55%]|1.42

® © o o o e SPIQ6 Leptotrichia buccalis (0.85%]0.74%|0.59%|0.54%|0.
° ¢ SP145 Leptotrichia sp._ HMT 223 (0.02%]0.01%]0.01%]0.(
° * SP181 Leptotrichia sp._HMT_909 (0.00%]|0.00%|0.00%]0.
® © o o o e SpP528 |eptotrichia hofstadii (1.42%|0.74%|0.47%]0.43%|C

® o @ O © @ 5P6 Leptotrichia shahii (2.22%]1.11%|4.65%]|3.65%|1.41%
E @ @ ® O © @ 5SP224 Leptotrichia hongkongensis (3.38%|2.33%]|3.11%|:

° * SP4 Leptotrichia trevisanii (0.21%]0.18%|0.06%]|0.05%|C

° * SP416 Leptotrichia sp._ HMT 463 (0.01%]0.01%]0.03%]0.(

® o @ 0 o ¢ 5P375 Leptotrichia sp. HMT 417 (0.71%]|0.61%|1.23%|0.8
° ° SP838 Leptotrichia wadei (0.45%]|0.21%]0.62%]0.45%|0.:




