
5.15 4.11 3.07 2.03 0.99 0.05 1.09 2.13 3.17 4.21 5.25
LDA SCORE (log 10)

P_Bacteroidetes
P_Fusobacteria
C_Fusobacteriia
O_Fusobacteriales
S_nucleatum
F_Prevotellaceae
G_Leptotrichia
F_Leptotrichiaceae
S_periodonticum
F_Lachnospiraceae
F_Flavobacteriaceae
G_Capnocytophaga
G_Lachnospiraceae__G_2_
S_bacterium_HMT_088
F_Porphyromonadaceae
G_Porphyromonas
S_sp__HMT_909_nov_96_739
F_Tannerellaceae
G_Tannerella
S_sp__HMT_392
S_endodontalis_nov_95_560
S_nanceiensis_nov_90_361
S_sp__HMT_878_nov_97_028
S_matruchotii
S_sp__HMT_317_nov_97_947
G_Selenomonas
O_Selenomonadales
F_Selenomonadaceae
S_sp__HMT_898
S_sp__HMT_913
S_serpentiformis
S_aphrophilus_nov_95_697
S_multispecies_sppn35_2_nov_96_115
P_Absconditabacteria__SR1_
C_Absconditabacteria__SR1___C_1_
O_Absconditabacteria__SR1___O_1_
F_Absconditabacteria__SR1___F_1_
G_Absconditabacteria__SR1___G_1_
S_showae
S_bacterium_HMT_100_nov_96_868
S_sp__HMT_898_nov_94_694
S_rectus_nov_96_957
S_multispecies_sppn43_2_nov_97_030
S_sp__HMT_126_nov_97_239
S_bacterium_HMT_874
G_Peptidiphaga
S_johnsonii
S_sp__HMT_225
S_gerencseriae_nov_94_061
S_sp__HMT_479
S_gingivicola_nov_95_122
S_sp__HMT_473_nov_97_951
S_goodfellowii
S_sp__HMT_942_nov_95_492

G_Aerococcus
S_paraphrohaemolyticus_nov_96_122

S_cinerea_nov_97_541
S_durum_nov_91_968

C_Alphaproteobacteria
S_hankookensis

O_Sphingomonadales
F_Sphingomonadaceae

G_Sphingomonas
S_osloensis

S_tandoii
G_Micrococcus

S_oralis_subsp__dentisani_clade_058
S_saprophyticus

S_indicus_nov_97_938
G_Acinetobacter

S_parahaemolyticus_nov_97_342
S_durum_nov_93_293

S_sp__HMT_167_nov_95_695
S_mitis

S_cynodegmi_nov_90_208
F_Gemellaceae

G_Gemella
O_Bacillales

S_weissii_nov_94_130
S_sinensis_nov_91_683
S_gordonii_nov_91_849

S_multispecies_sppn70_2_nov_97_536
C_Betaproteobacteria

P_Firmicutes
F_Streptococcaceae

G_Streptococcus
O_Pasteurellales

F_Pasteurellaceae
O_Lactobacillales

C_Bacilli
C_Gammaproteobacteria

P_Proteobacteria

Significantly Represented Taxa
Plaque_D0_Gp1_Site34 Plaque_D0_Gp2_Site34


