Significantly Represented Taxa

I Plagque DO _Gpl Site34

w

G_Ae

-5.15 —4.11 —-3.07 —2.03 —-0.99 0.05

P_Protedbacteria
C_Ganpmaprotedbacteria
C_Bacilli
O_LactoRacillales
F_Pasteurellaceae
O_Pasteurellales
G_Strepfococcus
F|Streptocdccaceae
P_Fifmicutes
C_Betaprotedbacteria
S_multispgcies_sppn70_2_noy 97_536
S_gofdonii_nov 91_849
S_sirjensis_no\ 91 683
S_weissii_novy 94_130
O_Hacillales

G |Gemella
F_Gemellaceae
S_cynodegmi_no\ 90_208
S_mitis
b_sp_ HMT_167_nov 95_695
S_durum_no\ 93_293
S_parahaemolyticus_nov 97_342
G_Acinetobacter
_irjdicus_nov 97_938
S_saprophyticus
S_oralis Jsubsp__dé¢ntisani_clpde_058
G_Micfococcus
$_tandoii
S_gsloensis
G_Sphingomonas
F_Sphingomongdaceae
O_%$phingomonadales
S_hankpokensis
C_Alphaprotedbacteria
S_durum_no\ 91_968
S_ciperea_no\ 97_541
S_paraphrohaemolyticus_nov 96_122

0CocCcus

I Plaque DO _Gp2 Site34

S_sp__HMT_942_nojyv_95_492
S_goodfe]lowii
S_sp__HMT_473_nojv_97_951
S_gingivigola_nov_9$5_122

S_sp__HMT_479
S_gerencperiae_noy_94 061

S_sp_ HMT 225

S_johnsoni
G_Peptidiphaga
S_bacterium_HMT_874
S_sp_ HMT_126_noy_97_239
S_multisgecies_sppn43_2_noy_97_030
S_rectus |nov_96_957
S_sp__ HMT _898 noyv_94 694
S_bacterium_HMT_100_nov_96_868
S_showagq
G_Absconditabactefia_ SR1_[ G 1_
F_Absconlditabactefia_ SR1_|F 1_
O_Absconditabactefia_ SR1_| O_1_
C_Abscor|ditabactefia_ SR1_[ C_1_
P_Absconditabactefia_ SR1_
S_multisgecies_sppn35_2 noy 96 115
S_aphrophilus_nov [95_697
S_serpentiformis
S_sp__ HMT 913
S_sp__HMT_898
F_Selenofnonadacege
O_Selenomonadalep
G_Selengmonas
S_sp_ HMT 317 noj_97_947
S_matrudhotii
S sp__HMT_878 _nojv_97_028
S_nanceig¢nsis_nov|90_361
S_endodqntalis_noy_95_560
S sp__HMT_392
G_Tannerglla
F_Tannerg¢llaceae
S_sp__HMT_909 nojyv_96_739
G_Porphyfromonas
F_Porphyfomonadafeae
S_bacterium_HMT_088
G_Lachnqspiraceag G_2_
G_Capnogytophagd|
F_Flavobacteriaceap
F_Lachnospiraceae
S_periodgnticum
F_Leptotrfichiaceae
G_Leptotrichia
F_Prevotgllaceae
S_nucleafum
O_Fusobgcteriales
C_Fusobgcteriia
P_Fusobarteria

P_Bactergidetes

1.09 2.13 3.17 4.21

LDA SCORE (log 10)

5.25



