
6.0 4.8 3.6 2.4 1.2 0.0 1.2 2.4 3.6 4.8 6.0
LDA SCORE (log 10)

P_Proteobacteria

S_arcticum

S_tumefaciens

S_weaveri_nov_89_002

S_diminuta

G_Agrobacterium

O_Cytophagales

S_weaveri_nov_87_398

F_Cytophagaceae

C_Cytophagia

S_suwonense

G_Noviherbaspirillum

S_sanguinis

F_Nitrosomonadaceae

O_Nitrosomonadales

S_sp__Is79A3_nov_83_367

G_Nitrosomonas

G_Kingella

S_stomatis

G_Peptostreptococcus

S_moorei

S__Eubacterium__minutum

S_sp__oral_taxon_028_nov_82_759

G_Solobacterium

O_Erysipelotrichales

F_Erysipelotrichaceae

C_Erysipelotrichia

G_Peptostreptococcaceae__XI__G_6_

S__Eubacterium__nodatum

G_Rhodocyclus

S_multispecies_spp13_2

F_Rhodocyclaceae

O_Rhodocyclales

S_meyeri

S_sp__oral_taxon_807

F_Streptococcaceae

G_Streptococcus

O_Lactobacillales

C_Bacilli

S_uli

C_Alphaproteobacteria

G_Actinomyces

F_Actinomycetaceae

F_Atopobiaceae

G_Olsenella

S_sp__oral_taxon_199

O_Actinomycetales

C_Actinobacteria

F_Coriobacteriaceae

G_Atopobium

O_Coriobacteriales

C_Coriobacteriia

P_Actinobacteria

O_Clostridiales

C_Clostridia

P_Firmicutes

Significantly Represented Taxa

Healthy_Control Patient_PI


